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Correction
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The authors wish to make the following corrections to this paper [1]:
In the published version, there were mistakes in “3.9. Immune Cell Infiltration Analysis

of SLC2A1” of page 14 and Figure 10.
On page 14, in the Section “3.9. Immune Cell Infiltration Analysis of SLC2A1”.
The sentence “SLC2A1 expression is negatively correlated with CD8+ T cells in 12

types of cancers (STES, TGCT, ESCA, LUSC, SKCM, LUAD, BLCA, HNSC, CESC, LAMLC,
THYM, and GBM), but positively with CD8+ T cells in 5 types of cancers (PRAD, KIPAN,
KIRP, CHOL, and LIHC) (Figure 13A).” should be changed to “SLC2A1 expression is
negatively correlated with CD8+ T cells in 9 types of cancers (LUSC, TGCT, HNSC, CESC,
LUAD, LAML, SKCM, THYM, and GBM), but positively with CD8+ T cells in 4 types of
cancers (PRAD, KIPAN, UVM, and CHOL) (Figure 13A).”

The sentence “SLC2A1 expression is negatively correlated with CD8+ T cells in 12 types
of cancers (LUSC, TGCT, THYM, HNSC, BRCA, SKCM, STES, GBMLGG, GBM, PAAD,
ALL, and ESCA), but positively correlated with CD8+ T cells in 5 types of cancers (KIPAN,
LIHC, LAML, PCPG, and CHOL) (Figure 13B).” should be changed to “SLC2A1 expression
is negatively correlated with CD8+ T cells in 11 types of cancers (LUSC, TGCT, THYM,
HNSC, BRCA, SKCM, STES, GBMLGG, GBM, PAAD, and ESCA), but positively with CD8+
T cells in 5 types of cancers (KIPAN, LIHC, LAML, PCPG, and CHOL) (Figure 13B).”

The gene symbols of Figure 10 were not correct. The corrected Figure 10 appears below.
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Figure 10. Relationship between SLC2A1 expression and RNA m6A-methylation-related genes in
pan-cancer (*, p < 0.05).

The authors emphasize that the mistakes were entirely due to human error and
oversight. The corrections do not affect the main scientific results and the final conclusions
of this manuscript. The authors would like to apologize for any inconvenience caused. The
original article has been updated.
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