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Supplement Figure S1. Survival rates for COL1A1, COL3A1, COL5A2, COL8AI, and COL10A1

high and low expressions in pancreatic cancer.
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Supplement Figure S2. Genetic Alterations and Mechanism of COL12A1 Regulation.



COL12A1 gene alteration in pancreatic cancer. B. Details of COI12A1 gene alteration types in
pancreatic cancer; C. Correlation of COL12A1 methylation and mRNA expression; D. Promoter
methylation levels of COL12A1 in pancreatic cancer tissue and normal tissue; E. COL12A1
expression in KRAS mutation and wide type pancreatic cancer tissue; F. COL12A1 expression in

P53 mutation and wide type pancreatic cancer tissue.
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Supplement Figure S3. Represented genes correlated with COL12A1 expression A. Represented
genes correlated with COL12A1 expression in downregulated genes. B. Represented genes

correlated with COL12A1 expression in upregulated genes.



