Supplementary tables

Table S1: 647 analyzed genes comparing st-FL and nt-FL samples

Table S2: Complete STRING pathway analysis comparing nt-FL and st-FL samples
Table S3: 659 analyzed genes comparing tFL and st-FL samples

Table S4: Complete STRING pathway analysis comparing st-FL and tFL samples
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Supplementary Figure S1: Clustering analyses in diagnostic and transformed samples

based on a lower significance threshold

(A-B) 3D PCA plot and hierarchal clustering analysis with input of differentially expressed
proteins at p<0.01 comparing nt-FL and st-FL samples. (C-D) 3D PCA plot and hierarchal



clustering analysis with input of differentially expressed proteins at p<0.01 comparing st-FL

and tFL samples.

Abbreviations: nt-FL, non-transforming samples; PC, principal component; st-FL,

subsequently-transforming samples; tFL, transformed FL.



