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R- RUNX2 4 4 00 1, 6 6 32 0.002 960 Ho HDAC4HDACS;SRCHDA
H regulates 3 02 8§ 0 1734 6 mo Cé6
S bone 78 2 1 7008 sapi
A- developme 06 E E 0825 ens
89 nt 51 + o+ 9187
41 83 1 1
32 65 1 1
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H expression 9 23 8 0 0 0338 6 mo 90AA1HDAC3;SRC;HDA
S (Transcript 1 96 9 4 2462 sapi C9;HDAC6;NCOR1;,CDK4;
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0 15 1 1
26
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S  Regulation 0 46 1 5 1238 sapi
A- by MECP2 66 E E 1987 ens
89 32+ o+ 367
86 17 1 1
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26 64 + + 3576
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33 15 0 1
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Table S8. 25 most relevant pathways sorted by p-value.



