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Figure S1. XRD patterns of the initial dried material (a) and the materials calcined at 

300 °C (b). 

  



 

 

 
 

 
 

Figure S2. N2 adsorption‐desorption isotherms  
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Figure S3. N2 adsorption isotherms of high resolution  
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Figure S4.  Dependence of the TNB conversion (X) and selectivity to 

individual amines (Si) versus reaction time for the samples with a Cu 

loading 6.0 wt.% dried (a) and calcined at 300 °C (b). 

  Samples prepared on the commercial silica with SBET = 300 m2g‐1 
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Table S1. Results of recycling tests of synthesized material (calcined 3Cu‐

300). 
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