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CcLipase             LELRGASHFAPNT-SN-----TTIARQSIAWLKRFVDDDERYAQFLCPPPSGT-----AI 314 
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PmDLH                LELDNASHFAPNV-SN-----TTIAKYSISWLKLFIDNDTRYAQFLCPAPDDR-----EI 285 
AaPET_hydrolase      LELNNASHFFPNT-PN-----TTQAKYMISWLKRFVDNDTRYEQFLCPGPSKS----TLV 278 
SsLipase             LELNGASHFTPNS-SN-----TTIAKYSVSWLKRFIDNDTRYEQFLCPLPSPS----LTI 259 
Ssα_βHydrolase       LELNGASHSAPSS-SN-----TTIAKYSIAWLKRFIDNDTRYEQFLCPAPARG----TLI 277 
Asα_βHydrolase       LELNNASHSAPTS-TN-----VTIAKYSISWLKRFIDDDTRYEQFLCPAPSGS-----TI 281 
AmLipaseT            LELNNAGHSAPTS-AN-----TTVAKYSISWLKRFIDNDTRYDQFLCPAPSPS----SLI 275 
AoCutinase           LELNNASHSAPTS-AN-----TTVAQYSISWLKRFIDNDTRYDQFLCPAPSPS----TLI 278 
Ksα_βHydrolase       LEINGGSHYCANSGYS---DEDILGKYGISWMKRFMDNDTRYSQFLCGPNHES---DRSI 304 
Kaα_βHydrolase       LEINGGDHFCANSGYP---NEDILGKYGVSWMKRFIDGDRRYDQFLCGPNHES---DRSI 305 
AxCutinase           MEISGGQHNCANGSNS---NNALLATYGVSWMKRFLDKDHRYNQFLCGPNHES---NSRI 301 
OaLipase             LEINGGSHFCANDGGS---IGGLLGKYGVSWMKRFIDNDLRYDAFLCGPDHAA---NRSV 301 
AeDLH                FEISGGNHYCANGSNR---YDALLGKYGVAWMKLHLDQDQRYAPFLCGPNHER---DRQI 296 
HsCutinase           VELDNGNHYCANGGNDRGRYDAVLGRMGVSWMKRFLDEDTRYSQFLCGPNHTS---DRQI 306 
MdCutinase           FELNGGSHYCANGGNS---YNDELSRLGVSWMKLHLDKDQRYNQFLCGPNHES---DWNI 242 
PyLipaseT            IEINRGNHYCANGGNS---NNATLGRLGVAWMKRFLDEDRRYSQFLCGPRHTS---DRNI 294 
TaCutinase_est2      LELDGASHFAPNI-TN-----KTIGMYSVAWLKRFVDEDTRYTQFLCPGPRTGLL--SDV 269 
TcCutinase_2         LELDGATHFAPNI-PN-----KIIGKYSVAWLKRFVDNDTRYTQFLCPGPRDGLF--GEV 253 
TcCutinase_1         LELDGATHFAPNI-PN-----KIIGKYSVAWLKRFVDNDTRYTQFLCPGPRDGLF--GEV 253 
TfCutinase           LELDGATHFAPNI-PN-----KIIGKYSVAWLKRFVDNDTRYTQFLCPGPRDGLF--GEV 252 
Stsα_βHydrolase      LELRGASHFTPNT-SD-----TTIAKYSISWLKRFIDSDTRYEQFLCPIPRPS----LTI 251 
PsLipase             GERRYVSHFEPVGSG------GAYRGPSTAWFRFQLMDDQDARATFYGAQCSLCTSLLWS 252 
MmaLipaseT           MELRGASHLVSNT-PD-----TTTAKYSIAWLKRFVDDDLRYEQFLCPAPDDF-----AI 250 
HpDLH                VEINGGSHYCGNGGSI---YNDVLSRFGVSWMKLHLDEDSRYKQFLCGPNHTS---DSQI 295 
                            *                     :*::     *                      
 
IsPETase             --RTANCS--------- 290 
Sblipase             SEYRESCPY-------- 298 
RgDLH                EAYKENCPY-------- 292 
RdPETase             DRYSQNCPY-------- 290 
AqPET_hydrolase      DRYNQNCPY-------- 284 
MsPET_hydrolase      QEYRNTCPHA------- 299 
MesCutinase          EEYRNTCPSS------- 299 
MgCutinase           EEYRDTCPHS------- 299 
Mcα_βHydrolase       EEYRNTCPH-------- 276 
MmLipaseT            EEYRNTCPH-------- 295 
MaCutinase           EEYRNTCPSA------- 300 
Meα_βHydrolase       EEYRNTCPSS------- 298 
MaLipaseT            EEYRNTCPSS------- 296 
McCutinase           QEYRNTCPSY------- 299 
MefCutinase          QEYRNTCPSA------- 299 
DmLipaseT            SDARSTCPFN------- 315 
CcLipase             SEYRSTCPY-------- 323 
PmDLH                SEYRETCPYSP------ 296 
AaPET_hydrolase      EEFRSTCPNG------- 288 
SsLipase             EEYRGNCPHTS------ 270 
Ssα_βHydrolase       EEYRDTCPHTA------ 288 
Asα_βHydrolase       QEYRDTCPHS------- 291 
AmLipaseT            EEYRATCPHS------- 285 
AoCutinase           QEYRDTCPHS------- 288 
Ksα_βHydrolase       SEYRDTCNY-------- 313 
Kaα_βHydrolase       SDYRETCNY-------- 314 
AxCutinase           SEFRDTCDFT------- 311 
OaLipase             SEYRDTCNY-------- 310 
AeDLH                SEHRSTCPF-------- 305 
HsCutinase           SEYRGNCPY-------- 315 
MdCutinase           SEYRGTCPY-------- 251 
PyLipaseT            SESRDTCNF-------- 303 
TaCutinase_est2      EEYRSTCPF-------- 278 
TcCutinase_2         EEYRSTCPFALE----- 265 
TcCutinase_1         EEYRSTCPFALE----- 265 
TfCutinase           EEYRSTCPF-------- 261 
Stsα_βHydrolase      AEYRGTCPHTS------ 262 
PsLipase             VERRGL----------- 258 
MmaLipaseT           SEYRSTCPFLEHHHHHH 267 
HpDLH                SDYRGNCPYLEHHHHHH 312 

 

Figure S1. Multiple sequence alignment of IsPETase homologous enzymes. The arrows indicate the 
positions of key residues. The catalytic triad, the residues flanking S160 and the residues mutated 
in the present study are highlighted green, yellow and magenta, respectively. 


