
 Table S1

Full Anova report for parameters in Table 2 from winter pot experiment

Prob>FF RatioDFSource of 

Variance

Parameter

0.0075.34N treatmentHeight

<0.0001228.91Genotype

0.68500.54N treatment x 

Genotype 

0.00125.54N treatmentPanicle Length

0.15982.01Genotype

0.31881.24N treatment x 

Genotype 

<0.000112.14N treatmentDays to 

flowering (50%)

<0.0001179.01Genotype

0.88210.34N treatment x 

Genotype 

0.00026.94N treatmentHarvest Index 

(HI) 

0.98550.00031Genotype

0.97130.14N treatment x 

Genotype 

<0.000191.14N treatmentSPAD

0.001911.01Genotype

0.26791.34N treatment x 

Genotype 

<0.000149.74N treatmentNumber of 

tillers

<0.0001215.91Genotype

0.16471.724N treatment x 

Genotype 

 Table S2

Full Anova report for parameters in Figure 3 and 4 from winter pot experiment

Prob>FF RatioDFSource of 

Variance

Parameter

<0.00149.94N treatmentShoot dry 

weight

<0.00152.71Genotype

0.00284.84N treatment x 

Genotype 

<0.000112.94N treatmentGrain dry 

weight

0.000216.81Genotype



0.26971.34N treatment x 

Genotype 

<0.000124.34N treatmentRoot dry weight

<0.0001100.01Genotype

0.00474.44N treatment x 

Genotype 

<0.000132.74N treatmentShoot N 

Concentration 

H1 

0.06683.51Genotype

0.20111.54N treatment x 

Genotype 

<0.000126.124N treatmentShoot N 

concentration 

H2 

0.28751.161Genotype

0.32391.24N treatment x 

Genotype 

<0.000188.94N treatmentGrain N 

concentration

0.73440.11Genotype

0.01263.64N treatment x 

Genotype 

<0.000183.94N treatmentTotal 

aboveground N 

uptake 

<0.000150.91Genotype

<0.00019.24N treatment x 

Genotype 

<0.000155.34N treatmentShoot P 

concentration 

H1 

0.74510.11Genotype

0.72750.54N treatment x 

Genotype 

<0.000120.84N treatmentShoot P 

Concentration 

H2 

0.28251.21Genotype

0.60880.74N treatment x 

Genotype 

<0.000119.74N treatmentGrain P 

concentration

<0.000149.31Genotype

<0.00015.94N treatment x 

Genotype 

0.44351.04N treatmentTotal 

aboveground P 

uptake 

0.06043.71Genotype



0.44111.04N treatment x 

Genotype 

0.00105.74N treatmentShoot K 

concentration 

H1 

0.01955.91Genotype

0.43651.04N treatment x 

Genotype 

<0.00018.14N treatmentShoot K 

Concentration 

H2 

0.22031.61Genotype

0.73560.54N treatment x 

Genotype 

0.95100.24N treatmentGrain K 

concentration

0.12092.51Genotype

0.14311.84N treatment x 

Genotype 

<0.000137.14N treatmentTotal 

aboveground K 

uptake 

<0.000132.01Genotype

0.26271.34N treatment x 

Genotype 

 Table S3

Full Anova Report for parameters in Table 3 from summer field experiment

Prob>FF RatioDFSource of 

Variance

Parameter

0.06592.54BlockHeight

0.87320.23N treatment

0.45370.61Genotype

0.37801.13N treatment x 

Genotype 

0.14451.94BlockPanicle Length

0.06092.83N treatment

0.25761.31Genotype

0.69830.53N treatment x 

Genotype 

0.15391.84BlockDays to 

flowering (50%)

0.25121.43N treatment



<0.0001134.11Genotype

0.94160.13N treatment x 

Genotype 

0.15141.84BlockHarvest Index 

(HI) 

0.29951.33N treatment

<0.000142.91Genotype

0.58720.63N treatment x 

Genotype 

0.12352.04BlockSPAD

<0.000112.03N treatment

0.53550.41Genotype

0.18261.73N treatment x 

Genotype 

0.71340.54BlockNumber of 

tillers

0.13782.03N treatment

0.18062.91Genotype

0.98900.043N treatment x 

Genotype 

 Table S4

Full Anova Report for parameters in Figure 5-7 from summer field experiment

Prob>FF RatioDFSource of 

Variance

Parameter

0.38051.14BlockShoot Dry 

Matter

0.28101.33N treatment

0.77530.081Genotype

0.74050.423N treatment x 

Genotype 

0.05122.74BlockGrain Dry 

Matter

0.02793.53N treatment

<0.000159.11Genotype

0.17161.83N treatment x 

Genotype 

0.13011.94BlockShoot N 

Concentration 

H1 

0.01664.03N treatment

0.00489.41Genotype

0.09252.43N treatment x 

Genotype 



0.18891`.64BlockShoot N 

Concentration 

H2 

0.00535.33N treatment

0.02195.91Genotype

0.51130.83N treatment x 

Genotype 

0.05121.64BlockGrain N 

Concentration

0.027611.03N treatment

<0.00013.21Genotype

0.17160.73N treatment x 

Genotype 

0.68050.64BlockShoot P 

concentration

0.00029.53N treatment

<0.000122.81Genotype

0.85110.33N treatment x 

Genotype 

0.33391.24BlockShoot K 

Concentration

0.29091.33N treatment

0.26011.31Genotype

0.93040.13N treatment x 

Genotype 




