Figure S1. Cultivation of the rice line and the BPH colony. (a) The rice planted in basins. The soil in the
basin was obtained from local rice field. (b) A gauze net was used to contain the BPHs and the rice, to
isolate the BPHs from wild BPHs.



a

Alarine, 3spartate and glutamate metabol
‘Aeginine and proline metabol

teine and methionine melal
Clyane, serine and threonine metabol
istidine metabol

3
£

3353333

Pavialanine meta
phan metabolism

Valie,leucine and i3
Finvonod biotynthesis

anoid biosynthesis

Amino sugar and Teceoide sopar Metsboism
roe 30 aidte mespoli

ade (ICA cyclel

fFroctose and, mmnnxe metabolism

sctose metabolism

cavamunu Gcabory ate metabol
osiol phospnat
Pentose and glucuronate iniercomersions
Pentose phosphate pathw

Carton fiaton phosmhecorganisms
trogen metabolism
osphorylation

s

7

5:‘

Photosynthesis - antenna proteins
Fatty acid metabolism
Bcsyninesis of ynsaturaed fay

acid metat

Limonene and pinens

e degradstion
Purine melabolism

Pyrimidine melabolism
Plant - pathogen interaction

s

s

BNk mpcton
Rhoror

2

}'@@

Metabolism

Organismal Systems.
Cellular Processes

Environmental Information Processing
Genetic Information Processing

#

10% 15% 208
Annotated Genes

b

Alsrine, s ate and glutamate metabolism

.
Valine, leucine and iscleu
Fiavor

Preeuipropanoid bosynibesis
Amino sugay and nudeotde sugar metatollsm
Coroate and aldwate metabolism

itrate cycle (TCA cycie)

Fructose and mannose metabolism
lctzso metbolsm
cohsis 1 G

Ghvomiate ang dorbe
aosiol presphate munbullsm
Pencose and glucuronate inerconversions
5¢ phosphite painuay
anoate metabolism
Fyruvate mesabolism

and sucrose metabolism
Carbon foaton ommmmuu corganms
bolism

Guidatie phosphonyaton

s

7

— |‘I i I‘

- arcenna proteins

Faty aci
Gicosphingolipid bissmihesi - iobo
thesis of unsaturated fat

Giyceroghos

i and chorogtl metsbolism

Ubicuinone and orer e e biosynthesis.
&

imonene and pinene deg
Terpenoid backbone biosynthesis
etabolism

Plant hormone signal transduction
NA replication

Spliceosome

Ribosome

peroxisome

Phagosome

'!'l

Mezabolism

—
s
7
H
5
—
= Environmental Information Processing
7 » Genetic Information Processing
R Cellular Processes
% 10% 1%

Annotated Genes

20%

Figure S2. The KEGG pathway enrichment analysis of the differentially expressed genes comparing
TMR1 with TMR2 (a) and TMR1 with TMR3 (b), respectively.
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Figure S3. The KEGG map of phenylpropanoid biosynthesis pathway. The genes in red are the four
differentially expressed genes validated by qRT-PCR.



Table S1 a-diversity index of BPH population.

Sample ACE Chaol Simpson Shannon
BPHRIF 139.478 139.3333 0.214857 1.88887
BPHTN1 134.5869 134.25 0.469323 1.523409

Table S2 List of the primers of rice DEGs.

Gene Name Forward (5°-3”) Reverse (57-3°)
BGIOSGA005998 CAGGTCGTATCCGCTCTA TGTGCTTGCCTTCGTTG
BGIOSGA006502 ACCGAGTACGGCGACCACT TCCACGACGGCGTCCAT
BGIOSGA019723 CTACCCTTTCTCCTCCA CCAGCCTTCTTCTTCAT
BGIOSGA026917 AGCAAGTTCGCCAACGC ATGCGGACGACACCCTC

OsActinl CAGCACATTCCAGCAGAT GGCTTAGCATTCTTGGGT




