Deltak = mean(|L"(K)|) / sd(L(K))
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Figure S1: exploration of K value for structure analysis of the 228 unique pear genotypes.
Estimates of the rate of change of the slope of the log likelihood curve (AK) calculated
according to Evanno et al. [54] plotted against K, displaying a robust AK maximum at K
=3 and a less pronounced peak found at K = 4.



