Table S1. Detailed information and analysis of the physicochemical analysis of the Plasmodesmata

Callose Binding Proteins (PDCB) in Zea mays L.

Gene name Gene ID Protein ID AA (ZII;/Z) pl II Al GAH CDS PSL
ZmPDCB1 Zm00001eb008930 Zm00001eb008930_P001 502  53.51 546 3569 8843 0.106 3 plas
ZmPDCB2 Zm00001eb018180 ZmO00001eb018180_P002 450  45.04 596 5056 752 0.099 4 plas
ZmPDCB3 Zm00001eb020170 ZmO00001eb020170_P001 190  18.09 422 3512 6558 0294 4 vacu
ZmPDCB4 Zm00001eb036160 ZmO00001eb036160_P001 482  50.41 714 4068 84 0.067 3 extr
ZmPDCB5 Zm00001eb057700 ZmO00001eb057700_P001 277  28.98 9.11 5227 7141 -0.012 4 chlo
ZmPDCB6 Zm00001eb063380 Zm00001eb063380_P003 493  50.65 502 5171 655 -0072 3 nucl
ZmPDCB7 Zm00001eb065810 Zm00001eb065810_P001 450  48.39 499 3145 9147 0107 4 E.R.
ZmPDCB8 Zm00001eb079780 Zm00001eb079780_P002 134  14.56 7.54 4848 86.64 0.098 4 chlo
ZmPDCB9 Zm00001eb086020 Zm00001eb086020_P001 81 9.07 877 64.04 88.02 -0272 1 chlo
ZmPDCB10 Zm00001eb091430 Zm00001eb091430_P001 472  50.50 588 36.6 8386 0.056 2 extr
ZmPDCB11 Zm00001eb091470 Zm00001eb091470_P003 531  56.60 6.85 51.12 8296 -0.048 3 chlo
ZmPDCB12 Zm00001eb092890 Zm00001eb092890_P001 341  34.28 443 6528 7674 0.142 4 extr
ZmPDCB13 Zm00001eb104740 Zm00001eb104740_P003 573  59.66 418 117.03 55.71 -0.369 3 chlo
ZmPDCB14 Zm00001eb106410 Zm00001eb106410_P001 649  68.00 475 3192 71.09 -0.181 5 vacu
ZmPDCB15 Zm00001eb107530 Zm00001eb107530_P001 492  52.77  5.72 3746 8628 0079 4 plas
ZmPDCB16 Zm00001eb108530 Zm00001eb108530_P001 199  19.05 45 2244 7779 0351 4 vacu
ZmPDCB17 Zm00001eb108560 Zm00001eb108560_P001 166  15.58 458 2124 65 0205 3 cyto
ZmPDCB18 Zm00001eb114330 Zm00001eb114330_P002 525  56.13 835 4386 8648 0.088 1 plas
ZmPDCB19 Zm00001eb117130 ZmO00001eb117130_P001 486  51.46 6.18 31.39 86.07 0.049 2 plas
ZmPDCB20 Zm00001eb118810 Zm00001eb118810_P001 116  12.43 878 4135 9172 0252 2 extr
ZmPDCB21 Zm00001eb148340 Zm00001eb148340_P001 288  31.09 483 50.12 77,57 -0128 5 pero
ZmPDCB22 Zm00001eb152300 Zm00001eb152300_P001 217  23.73 858 4511 7018 -0.131 2 chlo
ZmPDCB23 Zm00001eb153770 Zm00001eb153770_P001 496  53.99 556 3525 84.19 -0.029 4 plas
ZmPDCB24 Zm00001eb159110 Zm00001eb159110_P001 365  38.96 9.85 58.08 6241 -0532 3 vacu
ZmPDCB25 Zm00001eb171000 Zm00001eb171000_P001 487  51.45 589 3022 8881 0.097 3 plas
ZmPDCB26 Zm00001eb173140 Zm00001eb173140_P001 177  19.06 6.85 28.64 7023 -0.119 3 chlo
ZmPDCB27 Zm00001eb181080 Zm00001eb181080_P001 187  19.13 846 66 7278 0.091 3 extr
ZmPDCB28 Zm00001eb211360 Zm00001eb211360_P002 613  62.69 813 4727 7127 0.003 4 plas
ZmPDCB29 Zm00001eb213180 Zm00001eb213180_P001 483  51.91 482 3464 80.87 -0.033 2 chlo
ZmPDCB30 Zm00001eb214620 Zm00001eb214620_P001 171  17.09 541 4892 8298 0332 4 vacu
ZmPDCB31 Zm00001eb217630 Zm00001eb217630_P001 463 4727  5.08 33.89 80.5 0.066 3 plas
ZmPDCB32 Zm00001eb218220 Zm00001eb218220_P001 492  52.15 477 343 8632 0108 2 plas
ZmPDCB33 Zm00001eb232030 Zm00001eb232030_P001 493  53.14 524 2495 81.14 -0.024 2 plas
ZmPDCB34 Zm00001eb241530 Zm00001eb241530_P001 187  19.02 753 6577 7594 0.15 3 chlo
ZmPDCB35 Zm00001eb256330 Zm00001eb256330_P001 481  49.82 6.89 30.84 86.15 0.059 3 extr
ZmPDCB36 Zm00001eb292680 Zm00001eb292680_P001 230  21.35 8.07 1861 6091 0272 3 extr
ZmPDCB37 Zm00001eb293960 Zm00001eb293960_P001 481  52.49 856 3341 8451 -0.01 2 plas
ZmPDCB38 Zm00001eb308660 Zm00001eb308660_P001 492  52.52 566 3633 87.64 0.11 2 plas
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AA: Number of Amino Acid, MW: Molecular Weight, pI: Isoelectric Point, II
Aliphatic Index, GAH: Grand Average of Hydropathicity, CDS: CDS(number), PSL: Predicted Subcellular

Location.

: Instability Index, Al

plas: Plasma membrane, vacu: Vacuolar membrane, extr: Extracellular, chlo: Chloroplast, nucl:

Nucleus, E.R.: Endoplasmic reticulum, cyto: Cytosol, golg: Golgi apparatus, pero: Peroxisome.



Table S2. Detailed information of the PDCB gene family in Oryza sativa L.
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