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CASMGD -NKPQStRIDANALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGDNNKPQSARIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDTWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLTREHWP
CASMGD -NKPQSARIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDSWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMREHWP
CASMGD -NKPQSARIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDTWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMREHWP
CASMGD -NKPQSTRIDASALDAGAA I RAADRDAGWPASDWWRAYGDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTRIDASALDAGAA I RAADRDAGWPASDWWRAYGDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTRIDANALDAGAE | RAADRDAGWPASDWWRAYGDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDANALDAGAAIRAADRDAGWPASDWWRAYGDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -VAPQAKQTDPASLDAGAAIAAADRDAGWPASDWWRAYRDPQLDAWIAASLAGNPSLAAAQARVREAQSLARIAHAEELPQIDGNLSLMRQHWP
CASMGD - VAPQAKQTDPASLDAGAAIAAADRDAGWPASDWWRAYRDPQLDAWIAASLAGNPSLAAAQARVREAQSLARIAHAEELPQIDGNLSLMRQHWP
CASMGD - VAPQDKQVDPASLDAGAAIAAAERDAGWPAADWWRAYRDPQLDSWIVASLAGNPSLAAAQARVREAQSLARIAHAEELPQLNGNLSLMRQHWP
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CASMGD - VAPQAKQIDPASLDAGAAIAAADRDAGWPAADWWRAYRDPQLDAWIAASLAGNPSLAAAQARVREAQSLARIAHAEELPQVNGNLSLMRQHWP
CASMGD - VAPQAKQIDPASLDAGAAIAAADRDAGWPAADWWRAYRDPQLDAWIAASLAGNPSLAAAQARVREAQSLARIAHAEELPQVNGNLSLMRQHWP
CASMGD -NRPQSTQIDPGALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDPGALDAGAAIRAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDPGALDAGAAIRAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDPGALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDPGALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDPGALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTQIDPGALDAGAAIRAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAQARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTRIDANGLDAGAA I RAADRDAGWPASDWWRAYRDPQLDAWIAAAQAGNPSLAAAEARVREAQAMARVARSAELPQINGNLSLMREHWP
CASMGD -NKPQSARIDANGLDAGAA I RAADRDAGWPASDWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMREHWP
CASMGD -NKPQSARIDANGLDAGAA I RAADRDAGWPASDWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMREHWP
CASMGD -NKPQSARLEANALDAGAAIRAADRDAGWPASDWWRAYHDPQLDAWVAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPKSTRIEANALDAGAAIRAADRDAGWPASDWWRAYRDPQLDAWIAAAQAGNPSLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPKSTRIEANALDAGAA I RAANRDAGWPASDWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSARIEANALDAGAAIRGADRDAGWPAADWWRTYRDPQLDSWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSARIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDTWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSARIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDTWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NRTQSTRIEANALDAGAA I RAADHDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAARARVREAQAMARVARSAELPQINGNLSLMREHWP
CASMGD -NKTQSTRIEANALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTRIEANALDAGAA I RAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTRIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD -NKPQSTRIEANALDAGAAIRAADRDAGWPAADWWRAYRDPQLDAWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMRQHWP
CASMGD - NK R LDAGAA I RAADRDAGWPAADWWRAYRDPQLDTWIAAAQAGNPTLAAAEARVREAQAMARVARSAELPQINGNLSLMREHWP
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Consensus PLANADTWNNTGTLGLS YHLDLwGKpkNaATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYAL LD LARETFERQRALADLARKRL QA
Burkholderia cepacia JBK9 chromosome 1 PLANADTWNNTGTLGLS YHLDLwGKbkNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYAL LD LAHETFERQRSLADLARKRLQA
Burkholderia pyrrocinia strain DSM 1068 PLANADTWNNTGTLGLSYHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHATFERQHSLADLARKRLQA
Burkholderia pyrrocinia strain mHSRS bu PLANADTWNNTGTLGLSYHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHDTFERQRSLADLAHKRLQA
Burkholderia multivorans AU1185 PLADTDTWNNTGTLGLS YHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLARETFERQRALADLAHKRLQA
Burkholderia multivorans ATCC BAA-247 PLADTDTWNNTGTLGLS YHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLARETFERQRALADLAHKRLQA
Burkholderia multivorans ATCC 17616 PLADTDTWNNTGTLGLS YHLDLwWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLARETFERQRALADLAHKRLQA
Burkholderia multivorans FDAARGOS_548 PLADTDTWNNTGTLGLSYHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLARETFERQRALADLAHKRLQA
Burkholderia oklahomensis C6786 PLANADTWNNTGTLSLSYHLDLwGKDKNNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHTTYERQRELAELAHKRLRA
Burkholderia oklahomensis EQ147 PLANADTWNNTGTLSLSYHLDLwWGKDKNNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHTTYERQRELAELAHKRLRA
Burkholderia mallei ATCC 23344 PLANADTWNNTGTLSLSYHLDLwWGKDKHNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHATYERQNALAELARKRLRA
Burkholderia mallei Turkey4 PLANADTWNNTGTLSLSYHLDLwWGKDKHNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHATYERQNALAELARKRLRA
Burkholderia mallei Turkey10 PLANADTWNNTGTLSLSYHLDLwWGKDKHNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHATYERQNALAELARKRLRA
Burkholderia pseudomallei 1026b PLANADTWNNTGTLSLSYHLDLwGKDKHNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHATYERQNALAELARKRLRA
Burkholderia pseudomallei k96243 PLANADTWNNTGTLSLSYHLDLwWGKDKHNAERALDAARARAADARAAQLELEANVVRAYVDFAKNYALLD IAHATYERQNALAELARKRLRA
Burkholderia thailandensis 2002721643 PLANADTWNNTGTLSLSYHLDLWGKDKNNAQRALDAARARAADARAAQLELEANVVRAY IDFAKNYALLD IAHATYDRQNELAELARKRLRA
Burkholderia thailandensis 2003015869 PLANADTWNNTGTLSLSYHLDLWGKDKNNAQRALDAARARAADARAAQLELEANVVRAY IDFAKNYALLD IAHATYDRQNELAELARKRLRA
Burkholderia thailandensis E264 PLANADTWNNTGTLSLSYHLDLWGKDKNNAQRALDAARARAADARAAQLELEANVVRAY IDFAKNYALLD IAHATYDRQNELAELARKRLRA
Burkholderia thailandensis FDAARGOS_426 PLANADTWNNTGTLSLSYHLDLwWGKDKNNAERALDAARARAADARAAQLELEANVVRAY IDFAKNYALLD IAHATYDRQNELAELARKRLRA
Burkholderia thailandensis MSMB121 PLANADTWNNTGTLSLSYHLDLWGKDKNNAERALDAARARAADARAAQLELEANVVRAY IDFAKNYALLD IAHATYDRQNELAELARKRLRA
Burkholderia ubonensis MSMB1157 PLANADTWNNTGTLGLSYHLDLWGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQRALADLARKRLQA
Burkholderia ubonensis MSMB22 PLANADTWNNTGTLGLSYHLDLWGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQRALADLARKRLQA
Burkholderia ubonensis MSMB1189WGS PLANADTWNNTGTLGLS YHLDLwGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQRALADLARKRLQA
Burkholderia ubonensis MSMB1471WGS PLANADTWNNTGTLGLS YHLDLWGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQRALADLARKRLQA
Burkholderia ubonensis MSMB2035 PLANADTWNNTGTLGLS YHLDLWGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQRALADLARKRLQA
Burkholderia multivorans FDAARGOS_496 PLANADTWNNTGTLGLSYHLDLWGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQHALADLARKRLQA
Burkholderia ubonensis RF23-BP41 PLANADTWNNTGTLGLSYHLDLWGKDKNATERALDVAHASAADARAARLELEVNVVRAYVGLSMNYALLDLAHDTFERQHALADLARKRLQA
Burkholderia vietnamiensis strain FL-2- PLANVDTWNNTGTLGLS YHLDLWGKDKNTTERALDTAHATAADARAARLELEVNVVRAY IGMSMNYALLDLAHETFERQRALADLARKRLQA
Burkholderia vietnamiensis AU1233 PLANVDTWNNTGTLGLS YHLDLWGKDKNTTERALDTAHATAADARAARLELEVNVVRAY IGMSMNYALLDLAHETFERQRALADLARKRLQA
Burkholderia vietnamiensis HI2297 PLANVDTWNNTGTLGLSYHLDLWGKDKNTTERALDTAHATAADARAARLELEVNVVRAY IGMSMNYALLDLAHETFERQRALADLARKRLQA
Burkholderia cepacian GG4 chromosome 1 PLADTDTWNNTGTLSLSYHLDLWGKDKNATERALDTAHASAADARAAKLELEVNVVRAYVGMSMNYVLLDLAHETFERQRSLADLAHKRLQA
Burkholderia ambifaria AMMD chromosome PLADTDTWNNTGTLGLS YHLDLwGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYAL LDLAHETFERQRALADLARKRLQA
Burkholderia ambifaria MC40-6 chromosom PLADTDTWNNTGTLGLS YHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRALADLARKRLQA
Burkholderia stabilis DNA chromosome 1 PLANTDTWNNTGTLGLS YHLDLWGKDKNATERALDTAHATAADARAAK IELEVNVVRAYVGMSMNYALLDLAHATFERQRSLADLARKRLQA
Burkholderia cepacia ATCC 25416 Buclg p PLANTDTWNNTGTLGLSYHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
Burkholderia cepacia strain FDAARGOS_38 PLANTDTWNNTGTLGLSYHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
Burkholderia anthina strain AZ-4-2-10-S PLANADTWNNTGTLGLS YHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
Burkholderia cenocepacia strain VC7848 PLANADTWNNTGSLGLS YHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
Burkholderia cenocepacia strain 895 buc PLANADTWNNTGSLGLS YHLDLwGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
Burkholderia cenocepacia J2315 bucl8 pr PLANADTWNNTGSLGLSYHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
Burkholderia cenocepacia K56-2Valvano p PLANADTWNNTGSLGLS YHLDLwGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYAL LDLAHETFERQRSLADLARKRLQA
Burkholderia stabilis strain ATCC BAA-6 PLANADTWNNTGTLGLS YHLDLWGKDKNATERALDTAHATAADARAAKLELEVNVVRAYVGMSMNYALLDLAHETFERQRSLADLARKRLQA
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Consensus GLGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA I kRPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia cepacia JBK9 chromosome 1 GLGTQLEVSQAESTLPDYERQIDSYEEAVQLARHQLAALAGKGPGAGDA I KRPQLSLDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia pyrrocinia strain DSM 1068 GLGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA IKRPQLSLDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia pyrrocinia strain mHSR5 bu GLGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDAITRPQLSLDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia multivorans AU1185 GIGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA I RRPKLSLDAPAGLPSALPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia multivorans ATCC BAA-247 GIGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA IRRPKLSLDAPAGLPSALPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia multivorans ATCC 17616 GIGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA IRRPKLSLDAPAGLPSAMPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia multivorans FDAARGOS_548 GIGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA I IRRPKLSLDAPAGLPSAMPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia oklahomensis C6786 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPRLALDATAGLPSALPAELIGRRPDVVAARWTVGAQARGIDVAKAAFY
Burkholderia oklahomensis EO147 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPRLALDATAGLPSALPAELIGRRPDVVAARWTVGAQARGIDVAKAAFY
Burkholderia mallei ATCC 23344 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAALPSALPAELLGRRPDIVAARWMVDAQARGIDVAKAAFY
Burkholderia mallei Turkey4 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAALPSALPAELLGRRPDIVAARWMVDAQARGIDVAKAAFY
Burkholderia mallei Turkey10 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAALPSALPAELLGRRPDIVAARWMVDAQARGIDVAKAAFY
Burkholderia pseudomallei 1026b GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAALPSALPAELLGRRPDIVAARWMVDAQARGIDVAKAAFY
Burkholderia pseudomallei K96243 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAALPSALPAELLGRRPDIVAARWMVDAQARGIDVAKAAFY
Burkholderia thailandensis 2002721643 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLGRPKLALDANAGLPSALPAELIGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia thailandensis 2003015869 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLGRPKLALDANAGLPSALPAELIGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia thailandensis E264 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLGRPKLALDANAGLPSALPAELIGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia thailandensis FDAARGOS_426 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAGLPSALPAELIGRRPDIVAARWTVDAQTRGIDVAKAAFY
Burkholderia thailandensis MSMB121 GIGTQLEVSQAEAPLPDYSRQIDSYEEAIQLGRHQLAALAGKGPGAGASLARPKLALDANAGLPSALPAELIGRRPDIVAARWTVDAQTRGIDVAKAAFY
Burkholderia ubonensis MSMB1157 GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ubonensis MSMB22 GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ubonensis MSMB1189WGS GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ubonensis MSMB1471WGS GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ubonensis MSMB2035 GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia multivorans FDAARGOS_496 GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ubonensis RF23-BP41 GLGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDS IARPKLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia vietnamiensis strain FL-2- GLGTQLELSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA I KRPNLSLDAPAGLPSAMPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia vietnamiensis AU1233 GLGTQLELSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA I KRPNLSLDAPAGLPSAMPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia vietnamiensis HI2297 GLGTQLELSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA IKRPNLSLDAPAGLPSAMPADLLGRRPDVVAARWMVDAQARGIDVAKAAFY
Burkholderia cepacian GG4 chromosome 1 GLGTQLEVSQAESTLPDYERQIDSYEEAVQLARHQLAALAGKGPGAGDA IKRPSLSLDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ambifaria AMMD chromosome GIGTQLEVSQAESTLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA IKRPSLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia ambifaria MC40-6 chromosom GIGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA I KRPSLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia stabilis DNA chromosome 1 GLGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA I KRPQLSLDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKAAFY
Burkholderia cepacia ATCC 25416 Bucl8 p GLGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA IKRPRLSLDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia cepacia strain FDAARGOS_38 GLGTQLEVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA IKRPRLSLDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia anthina strain AZ-4-2-10-S GIGTQLEVSQAESMLPDYERQIDTYEEAIQLARHQLAALAGKGPGAGDA I KRPQLALDAPAGLPSALPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia cenocepacia strain VC7848 GLGTQLDVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDT IKRPQLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia cenocepacia strain 895 buc GLGTQLDVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA I KRPQLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia cenocepacia J2315 bucl8 pr GLGTQLDVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA IKRPQLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia cenocepacia K56-2Valvano p GLGTQLDVSQAESTLPDYERQIDSYEEAIQLARHQLAALAGKGPGAGDA IKRPQLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
Burkholderia stabilis strain ATCC BAA-6 GLGTQLEVSQAESTLPDYERQIDSYEEAVQLARHQLAALAGKGPGAGDA I KRPQLALDAPAGLPSAMPADLLGRRPDVVAARWTVDAQARGIDVAKASFY
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Consensus PNIDLLATVGGFGVTAPF xDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAAsAGYDQAVEHYNQT IVGALKD IADQVVRIRsSLDTQKKDAARSVAANDR
Burkholderia cepacia JBK9 chromosome 1 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLP IFEGGRLRAQLGAANAGYDQAVERYNQT IveaLKkD 1ADlQvVRIRs LB TQkKKbDAARSvAANDR
Burkholderia pyrrocinia strain DSM 1068 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia pyrrocinia strain mHSRS bu PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAADAGYDQAVERYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia multivorans AU1185 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDRAVEHYNQT IVeaLKD 1ADQVVRIRsLDTQKKDAARSVAANER
Burkholderia multivorans ATCC BAA-247 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDRAVEHYNQT IVeaLKD 1ADQVvVRIRsLDTQKKDAARSVAANER
Burkholderia multivorans ATCC 17616 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDRAVEHYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANER
Burkholderia multivorans FDAARGOS_548 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDRAVEHYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANER
Burkholderia oklahomensis C6786 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLP IFEGGRLRAQLGVASAGYDEAVEHYNQT IVGALKD IADNVVRLHSLDSsSQakbDAARAVALTRR
Burkholderia oklahomensis EO147 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLP IFEGGRLRAQLGVASAGYDEAVEHYNQT IveAaLKD IADINVVRLHSsLDsaakbaaRAavALTRR
Burkholderia mallei ATCC 23344 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVASAGYDQAVEHYNQT IveAaLKD IADINVVRLHSLDsaakbaaRAavVsLTRR
Burkholderia mallei Turkey4 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVASAGYDQAVEHYNQT IVGALKD IADNVVRLHSLDSQQKDAARAVSLTRR
Burkholderia mallei Turkey10 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVASAGYDQAVEHYNQT IVGALKD IADNVVRLHSLDSQQKDAARAVSLTRR
Burkholderia pseudomallei 1026b PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVASAGYDQAVEHYNQT IveAaLKD IADNVVRLHSsLDsaakbaaRAVsLTRR
Burkholderia pseudomallei K96243 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVASAGYDQAVEHYNQT IveaLKD IADINVVRLHSLDsaakbaaRAavVsLTRR
Burkholderia thailandensis 2002721643 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVAAAGYDQAVEHYNQT IVGALKD IADNVVRLHSLDsSQakbAARAVSLTRR
Burkholderia thailandensis 2003015869 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVAAAGYDQAVEHYNQT IVGALKD IADNVVRLHSLDSQQKDAARAVSLTRR
Burkholderia thailandensis £264 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLPIFEGGRLRAQLGVAAAGYDQAVEHYNQT IVGALKD IADNVVRLRSLDSQQKDAARAVSLTRR
Burkholderia thailandensis FDAARGOS 426 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLP IFEGGRLRAQLGVASAGYDEAVEHYNQT IveaLKD IADNVVRLHSsLDsaakbaaRAavVsLTRR
Burkholderia thailandensis MSMB121 PNVDLIASLGGFAVSAPFATFLRAMNGGWSAGPALTLP IFEGGRLRAQLGVASAGYDEAVEHYNQT IVveALKD IADINVVRLHSLDsaakbaaRAavVsLTRR
Burkholderia ubonensis MSMB1157 PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQAVERYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia ubonensis MSMB22 PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQAVERYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia ubonensis MSMB1189WGS PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQSVERYNQT IVGALKD IADQVVRIRsSLDTQKKDAARSVAANDR
Burkholderia ubonensis MSMB1471WGS PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQAVERYNQT IveaLKkD 1ADQvVRIRsLDTQKKDAARSVAANDR
Burkholderia ubonensis MSMB2035 PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQAVEHYNQT IveaLKkD 1ADQvVRIRsLDTQKKDAARSVAANDR
Burkholderia multivorans FDAARGOS_496 PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQAVEHYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia ubonensis RF23-BP41 PNIDLLATVGGFGVTAPFADFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAASAGYDQAVEHYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia vietnamiensis strain FL-2- PNIDLLATVGGFGVTAPFVDFLRSMNGGWTAGPALTLPIFEGGRLRAQLGAASAGYDQAVEHYNQTVLAALKD IADQVVRIRsLDTQKKDAARSVEANDR
Burkholderia vietnamiensis AU1233 PNIDLLATVGGFGVTAPFVDFLRSMNGGWTAGPALTLP IFEGGRLRAQLGAASAGYDQAVEHYNQTVLAALKD IADQVVRIRsLDTQKKDAARSVEANDR
Burkholderia vietnamiensis HI2297 PNIDLLATVGGFGVTAPFVDFLRSMNGGWTAGPALTLPIFEGGRLRAQLGAASAGYDQAVEHYNQTVLAALKD IADQVVRIRSLDTQKKDAARSVEANDR
Burkholderia cepacian GG4 chromosome 1 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAADAGYDQAVERYNQTVVGALKD IADQVVRIRSLETQKKDAARSVAANDR
Burkholderia ambifaria AMMD chromosome PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAADAGYDQAVERYNQTVVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia ambifaria MC40-6 chromosom PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAADAGYDQAVERYNQTVVGALKD IADQVVRIRsLDTQKKDAARSVAANDR
Burkholderia stabilis DNA chromosome 1 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAADAGYDQAVEHYNQT IveaLKkD 1ADQVvVRIRsLDTQKKDAARSVAANDR
Burkholderia cepacia ATCC 25416 Bucl8 p PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVEQYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia cepacia strain FDAARGOS_38 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVEQYNQT IVGALKDIADQVVRIRSLDTQKKDAARSVAANDR
Burkholderia anthina strain AZ-4-2-10-S PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVeaLKD 1ADQVVRIRsLETQKKDAARSVAANNR
Burkholderia cenocepacia strain VC7848 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVeaLKD 1ADQVvVRIRsLDTQKKDAARSVAANDR
Burkholderia cenocepacia strain 895 buc PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANNR
Burkholderia cenocepacia J2315 buclg pr PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVGALKD IADQVVRIRSLDTQKKDAARSVAANNR
Burkholderia cenocepacia K56-2Valvano p PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVGALKD IADQVVRIRsSLDTQKKDAARSVAANNR
Burkholderia stabilis strain ATCC BAA-6 PNIDLLATVGGFGVTAPFTDFLRAMNGGWTAGPALSLPIFEGGRLRAQLGAANAGYDQAVERYNQT IVeaLKD 1ADQVvVRIRsLDTQKKDAARSVAANDR
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Burkholderia cepacia JBK9 chromosome 1
Burkholderia pyrrocinia strain DSM 1068
Burkholderia pyrrocinia strain mHSR5 bu
Burkholderia multivorans AU1185
Burkholderia multivorans ATCC BAA-247
Burkholderia multivorans ATCC 17616
Burkholderia multivorans FDAARGOS_548
Burkholderia oklahomensis C6786
Burkholderia oklahomensis EO147
Burkholderia mallei ATCC 23344
Burkholderia mallei Turkey4

Burkholderia mallei Turkey10
Burkholderia pseudomallei 1026b
Burkholderia pseudomallei K96243
Burkholderia thailandensis 2002721643
Burkholderia thailandensis 2003015869
Burkholderia thailandensis E264
Burkholderia thailandensis FDAARGOS_426
Burkholderia thailandensis MSMB121
Burkholderia ubonensis MSMB1157
Burkholderia ubonensis MSMB22
Burkholderia ubonensis MSMB1189WGS
Burkholderia ubonensis MSMB1471WGS
Burkholderia ubonensis MSMB2035
Burkholderia multivorans FDAARGOS_496
Burkholderia ubonensis RF23-BP41
Burkholderia vietnamiensis strain FL-2-
Burkholderia vietnamiensis AU1233
Burkholderia vietnamiensis HI2297
Burkholderia cepacian GG4 chromosome 1
Burkholderia ambifaria AMMD chromosome
Burkholderia ambifaria MC40-6 chromosom
Burkholderia stabilis DNA chromosome 1
Burkholderia cepacia ATCC 25416 Bucl8 p
Burkholderia cepacia strain FDAARGOS_38
Burkholderia anthina strain AZ-4-2-10-S
Burkholderia cenocepacia strain VC7848
Burkholderia cenocepacia strain 895 buc
Burkholderia cenocepacia J2315 bucl8 pr
Burkholderia cenocepacia K56-2Valvano p
Burkholderia stabilis strain ATCC BAA-6
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SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGeD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGTD - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGKD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGED - - - -
SYRLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAALMAALGGGVETGAD - - - -
SYRLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAALMAALGGGVETGAD - - - -
SYRLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAALMAALGGGVETGAD - - - -
SYRLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAALMAALGGGVETGAD - - - -
SYDLSHTGFSRGLTDYVNVLLAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETESD - - - -
SYDLSHTGFSRGLTDYVNVLLAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETESD - - - -
SYDLSHAGFSRGLTDYVNVL IAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETGRD - - - -
SYDLSHAGFSRGLTDYVNVLIAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETGRD - - - -
SYDLSHAGFSRGLTDYVNVLIAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETGRD - - - -
SYDLSHAGFSRGLTDYVNVL I IAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETGRD - - - -
SYDLSHAGFSRGLTDYVNVL IAQSQLLTAQENQTRIEAARLAAHASLMVALGGGLETGRD - - - -
SYDLSHTGFSRGLTDYVNVL IAQSQLLTAQENQTRVEAARLAAHASLMTALGGGLETAGD - - - -
SYDLSHTGFSRGLTDYVNVLIAQSQLLTAQENQTRVEAARLAAHASLMTALGGGLETAGD - - - -
SYDLSHTGFSRGLTDYVNVLIAQSQLLTAQENQTRVEAARLAAHASLMAALGGGLETAGD - - - -
SYDLSHTGFSRGLTDYVNVL IAQSQLLSAQESQTRVEAARLAAHASLMVALGGGLETAGD - - - -
SYDLSHTGFSRGLTDYVNVL IAQSQLLSAQESQTRVEAARLAAHASLMVALGGGLETAGD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLHAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLSAHAALMAALGGGVETGED - - - -
SYRLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGQD - - - -
SYRLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGQD - - - -
SYRLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVET -------
SYQLSREGFRRGLTDYVNVLIAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGTDVPGG
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGED - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGKD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGTDVR - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGTD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGTD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGSD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGSD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGSD - - - -
SYQLSREGFRRGLTDYVNVLVAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGSD - - - -
SYQLSREGFRRGLTDYVNVL IAQQQLLRAQETAARIDAERLAAHAQLMAALGGGVETGED - - - -
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