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Figure S1. Circos plot, visualization of GO and KEGG results. The inner ring is a bar plot where the
height of the bar indicates the significance of the term (-log10 adjusted P-value), and color corresponds
to the z-score. The outer ring displays scatterplots of the expression levels (logFC) for the genes in each

term.



Sample clustering to detect outliers
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Figure S2. Sample clustering to detect outliers. Cut height 150 and mini sample size 10.

Sample dendrogram and trait heatmap

80 100 120 140

Height

60
|

40

B cells naive ’ |

T, [ I

Plasma cells

BT VI AT A (MR TN [
[ [IL] |

T cells CD4 memory resting ‘ | ] | | ‘

B i ] |

m—— I LT T AR T A |

NK cells activated ‘ ‘ | ‘ ‘ | \

I (A |

Macrophages M1 I

I
st | | |\ [LEEATETTAR ‘MIHI LR TR

Mast cells activated ’

(1A D MR VA

Figure S3. The sample dendrogram and trait heatmap.



