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Supplementary Figure S1. Hydroxyl radical footprinting of nucleosomes. End-

labeled L603 DNA and nucleosomes (Nu) containing either intact H2A/H2B or

H2A/H2BΔ1-31 mutant nucleosome (H2BΔ1-31 Nu) were incubated in the presence

of hydroxyl radicals and separated by native PAGE. DNA was purified from

corresponding bands and analyzed by denaturing PAGE.
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Supplementary Figure S2. Mutation H2BI36E does not inhibit FACT-facilitated

transcription through the nucleosome in vitro. 603 nucleosome containing H2A/

H2BI36E dimers were transcribed by Pol II at 150 mM KCl in the presence or

absence of human FACT protein complex. The FACT-facilitated transcription is as

efficient as in the control experiment shown in Figure 5, suggesting the H2BI36E

mutation strongly affecting the putative FACT-H2B interaction is not sufficient to

abolish the hFACT action during Pol II transcription through the nucleosome.


