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Figure S1. Alignment and phylogenetic analysis of miR319-regulated TCP proteins in Arabidopsis and
TCP3 homologous proteins in B. rapa and B. napus. (A) Alignment of the targets of miR319 in
Arabidopsis with TCP3 proteins in B. rapa and B. napus. (B) Phylogenetic tree analysis of

miR319-regulated TCP proteins in Arabidopsis and TCP3 homologus protein in B. rapa and B. napus.



