Peroxisome (FDR = 7.6x107)
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ABC transporters (FDR = 2.9x10-)
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Insect hormone biosynthesis (FDR = 7x10-)
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RNA degradation (FDR = 2.2x102)
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Purine metabolism (FDR = 2.2x10%2)
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Drug metabolism (FDR = 2.2x102)
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Arachidonic acid metabolism (FDR = 6.3x10?)
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Phototransduction (FDR = 8.1e-02)
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Pyrimidine metabolism (FDR = 8.1e-02)
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Metabolism of xenobiotics by cytochrome P450 (FDR = 9.3e-02)
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