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Figure S1: Correlation of patient demographics, stages and TNM classification according to different 

mutation classes. The intensity of redness indicates increasing positive correlation between the two factors, 

while greener implies the two factors are more negatively correlates with each other. *p<0.05; **p<0.01, 

***p<0.005.  
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Figure S2: The circos plots depict the 2-hit combinations of different genes mutation according to mutation 

classes. Each line in the centre connects the two genes in a 2-hit combination. Each colour represents one 

gene. (A) Class I. (B) Class II. (C) Class III.  
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Figure S3: A working model for TP53-p.Glu358Val-driven tumorigenesis. Nuclear p53 binds to PINK1 

promoter and inhibits its transcription. Cytoplasmic localization of TP53-p.Glu358Val mutants increases 

PINK1 expression and mitophagy. TP53-p.Glu358Val-induced mitophagy sustains lung cancer cell 

survival and promotes tumorigenesis.  

 

 

 


