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Figure S1. Bioinformatics analysis highlighting AIBP-regulated metabolites. The metabolites were
analyzed at the west coast metabolomics center of UC Davis using their standard bioinformatics pipeline.
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Figure S2. Western blot analysis of HUVEC cell lysates using our home-made AIBP
antibody. HUVEC lysates were run on the gradient SDS PAGE, transferred to PVDF membrane,
and immunoblotted using the purified anti-human NAXE antibody that was raised in rabbit.
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Figure S3. Mitochondrial respiration analysis of control and NAXE-deficient HUVECSs using the Seahorse
assay. A. Western blot analysis of NAXE expression in control or NAXE knockdown (KD) HUVECs. B. Diagram
illustrating the seahorse assay protocol. C. Measurements of oxygen consumption rate (OCR) in control and NAXE
KD HUVECSs. D. Bar chart showing the mitochondrial respiration changes. E. Analysis of cellular dehydrogenase

activity using WST-8 colorimetric assay with a CCK-8 Assay.



