EDITED SAMPLE 220 TO

lhrs3.L 90/82

TTA NTGETTATTG NG ATCAGTTIB 6C6GG6G NAANNNT NAAAANG NANAATAGGA NN

C A NG NN

EDITED SAMPLE 152 TO 217 85 dhrs3.S 27/27
6 ATA G TGA TGATGATGG T T C TTGAAG T CAACACA TTAACACACTNNGBGACAATT NNGGGC A TA
o\ \WAA AN I
) \ LYYV /& \ N LV YA AATAY VANL
16¢ ) 200 )
CONTROL SAMPLE TC BP
6 ATA 6 TGATGATGATGTC T TCTTGAAG T '”_l__f:k'ﬁ'f-TTﬁl'l A C TAGGA AA TTTTGEG GG TACTA
! v Al A N M\ N\
) VAl \ y Y /\ \ A
6 T 331 89 rdh10.L 39/39
CACTCTTGBT CCTTGEGGGCGBCAGCAG CA TTGCINCGBG NGBGC NNGB NA NG AAGGTC NCATAAG ACC NN

AT AGG A T
\
EDITED SAMPLE 149 TO 214 BP rdh10.S 51/51
000 g NMNAAA A NCCTTC NN T TA A TT NA AA AT TC NNC NNC N6 GNATT NNC NG NNA
|
\‘/\‘ )
- A AV ' VAVA A A
) 5 16¢ 165 l 5 18¢ 8 2 210
CONTROL SAMF 0702158
000 ;
GTCATATCCCTCCGC CCTTGETGCCTTAC CCCTCCGICBCAGB AGT T s TGCAGT TG 66T
H
2000 H
H
. I E A
00 [ i
. \ N R . \ N
, SNV VY ) - A A WARS-NWAV SNV VYNV Y LAY
) 5 70 . ) 2 2 2
EOITED SAMPLE 245 TO 310 8P sdr16c5.L 36/24
b000 ATETACTCTGACTGTT AT TTTT CTTTGCCAGTCITACAGGTCTC NTTG NTT TTCNT CANTTAT
ALY AV VA ~
290 )5
TcTTTeTTT TTCTT TTTAT
A I
00 | I A
I\ A | 7 .
I\ ‘ [ Il
00 A [ [ A I |
. iy VY Y\ I [ J /)Y Y X LYYV VY X

Supplementary Figure S1. Genomic sequence deterioration in the RA network CRISPants. CRISPant
embryos were processed for DNA extraction and PCR amplification of the genomic region targeted by
the sgRNA. Control embryos were processed in parallel for sequence comparison. For the dhrs3.L (A),
dhrs3.S (B), rdh10.L (C), rdh10.S (D), sdr16¢5 (E) CRISPants, the corresponding control sequence is shown
underneath. The horizontal line marks the position of the sgRNA in the sequence including the PAM site.
The numbers after the gene name represent the indel and frameshift efficiencies from the decomposition

analysis.



