Sae2-like domain Figure S1
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Point mutant validation of Ctip-T885A/T855A Mefs:

S
File: 0304M1-6-mctip-19.abl Geosplza
WWW.Zeospiza.com
Sample Name: 0304M1-6-mctip-19 Signal Strengths: A =3088,C=2253,G =2978, T =3631
Mobility: KB_3730_POP7_BDTv3.mob Lane/Cap#: 16
Spacing: 15.168 Matrix: n/a

Comment: 1599705-A2-Wu-Baer, Foon-10-280656606-FW09 Direction: Native
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Figure S2e
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