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Supp. Figure1. Comparison of various clinical factors among the three immune

infiltration groups.
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Supp. Figure2. Tumor immune infiltration groups and their corresponding survival rates of UK breast cancer patients.
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Supp. Figure 3. Summary of the main study procedure and findings.
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Supp. Figure 4. The mutations of PIK3CA were not significantly associated with breast cancer patient survival in the TCGA dataset.
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Supp. Figure5. Comparison of VEGF signaling pathway network in the immune active and immune suppressed BC patient groups.
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