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Figure S1. Relative mRNA expression levels of MHC-I genes. (A) mRNA expression of HLA-A and 
HLA-B genes in A375 cells measured by RT-qPCR after 24-hour treatment with varying concentrations 
of Ber. (B) mRNA expression of H-2K1 and H-2D1 genes in B16 cells under the same treatment 
conditions. No statistically significant differences were observed between the groups (ns). Berbamine 
hydrochloride: Ber. 

 



 
Figure S2. Cell viability assay of B16 cells. Cells were treated with various concentrations of Ber for 24 
hours, and viability was assessed using the CCK8 assay. No statistically significant difference was 
observed in cell viability between the control group and the Ber-treated groups (ns). Berbamine 
hydrochloride: Ber. 

 

Table S1. The sequences of qRT-PCR primers in this study. 

Primer Sequences 

HLA-A 
Forward: 5′-AAAAGGAGGGAGTTACACTCAGG-3' 

Reverse: 5′-GCTGTGAGGGACACATCAGAG-3' 

HLA-B 
Forward: 5′-GGGATGGCGAGGACCAAAC-3' 

Reverse: 5′-ACAGCTCCGATGACCACAAC-3' 

ACTB 
Forward: 5'-GCCGTCTTCCCCTCCATC-3' 

Reverse: 5'-CTGACCCATGCCCACCAT-3' 

H-2K1 
Forward: 5'-GCTGGTGAAGCAGAGAGACTCAG-3' 

Reverse: 5'- GGTGACTTTATCTTCAGGTCTGCT-3' 

H-2D1 
Forward: 5'- AGTGGTGCTGCAGAGCATTACAA-3' 

Reverse: 5'-GGTGACTTCACCTTTAGATCTGGG-3' 

Actb 
Forward: 5'-GGCTGTATTCCCCTCCATCG-3' 

Reverse: 5'-CCAGTTGGTAACAATGCCATGT-3' 

 

 


