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Figrue S1. 17 naphthohydroquinone dimers isolated from Rubia plants
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Figrue S2. The HPLC analysis of rubioncolin C

Column: Waters Sunfire Cis (4.6 mm x 150 mm, 5 um)
Mobile Phase: CH;CN-H,O, 1 mL/min (0-23 min, 10%-

Minutes

100%, linear gradient; 23-30 min, 100%)
Absorption wavelength: 254 nm
. J
0 100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800 1900 2000 2100 2200 2300 2400 2500 2600 2700 2800 2900  30.00



Figure S3. 'H NMR (600 MHz) spectrum of rubioncolin C in CDCl.
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Figure S4. 3C NMR (150 MHz) spectrum of rubioncolin C in CDCl.
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Figure S5. ESIMS spectrum of rubioncolin C
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Figure Sé: Statistical analysis of quantification for figure 1D (A), figure

2A (B), figure 2B

(C), figure 3A (D), figure 3B (E), figure 3G (F), figure 3H (G), figure 4B (H), figure 4C(I)

and figure 4H (J). *, p <0.05; **, p < 0.01, ***, p <0.001
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Table S1. Primers used for quantitative RT-PCR assays

Genes Forward primer (5’ - 3') Reverse primer (5’ - 3’)
IL-8 (Homo GGCAGCCTTCCTGATTTC CTTGGCAAAACTGCACCTTC |
sapiens) TG A
MCP-1(Homo TCGCCTCCAGCATGAAAG GGCATTGATTGCATCTGGC
sapiens) TC
A20 (Homo GCGTTCAGGACACAGACT GCAAAGCCCCGTTTCAACA
sapiens) TG A
GADPH(Homo CGGAGTCAACGGATTTG GACAAGCTTCCCGTTCTCA
sapiens) GTC G

IL-6 (mus GAGAGGAGACTTCACAG GTACTCCAGAAGACCAGAG
musculus) AGGATAC G
TNF-a (mus CATCTTCTCAAAATTCGA CCAGCTGCTCCTCCACTTG
musculus) GTGACAA
GADPH (mus  GAAGGGCTCATGACCAC GGATGCAGGGATGATGTTC
musculus) AGT il




