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Figure S1. Relative abundances of the most abundant bacterial phyla (A), classes (B), orders (C) and genera
(D) in the jejunum of vehicle- (VEH, 1% methylcellulose) and rofecoxib-treated (ROF, 5 mg/kg) rats. Box and
whisker plots indicate the medians, first and third quartiles, and the minimum and maximum values. For
statistical analysis Wald test with Benjamini-Hochberg correction was used, n=8/group.
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Figure S2. Principal component analysis (PCA) plots comparing the microbiota composition of vehicle- and
rofecoxib-treated rats at phylum (A), class (B), order (C) and genus levels (D). The percentage of variation
explained by the principal components (PC1 and PC2) is indicated on the axes. There was no clustering



between rats treated with vehicle versus rofecoxib at any level. For statistical analysis Hotelling’s T-square
test was used, n=8/group.



