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Figure S1. The 3D score plots of PCA from the metabolomic analysis of treated 

LNCaP-LN3 cells. Multivariate analysis using PCA was performed on data obtained 

from both positive A) and negative B) ionization modes. 
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Figure S2. The 3D score plots of PCA from the metabolomic analysis of treated 

LNCaP-LN3 cells. Multivariate analysis using PCA was performed on data obtained 

from both positive A) and negative B) ionization modes. C is control, D is drug, ‘D + P’ 

is palmitate treated groups. 
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 Figure S3. Palmitic acid-d31 peak in UPLC-Orbitrap MS/MS. Palmitic acid-d31 peaks was 

observed only in the palmitate treated groups. 

 


