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Figure S1. GO terms enrichment analysis of all miRNA target genes.
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Top 30 of Pathway Enrichment
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Figure S2. KEGG pathways enrichment analysis of all miRNA target genes.



Table S1 Differentially expressed miRNAs in the three comparisons

miRNA ID PGCs (TPM) SSC (TPM) Spa (TPM) Sperm (TPM)
miR-184-3p 40.46819763 107.5528328 193.8306668 776.9934324
miR-9-5p 126.7641047 37.13574724 18.06658672 1009.524314
miR-10b-5p 92650.88987 197.253355 279.751992 702207.3419
miR-204 202.3253376 95.151035 122.4046263 816.0636618
miR-211 95.8519725 97.8349489 60.92221102 405.8262534
miR-146a-5p 9.2572853 4654939974 13.2876566 201.6527967
let-7i 100.253396 9752.337921 427.378302 2239.606374
let-7g-5p 4050.852679 2774.803788 2471.551078 574.78231
miR-458b-5p 50.4547002 54.8102727 6.62246632 221.1879114
miR-10a-5p 94561.20628 79437.42234 92562.33638 18175.2716
let-7a-5p 4070.121988 11480.94988 13094.49399 514.501987
let-7j-5p 3354.713694 3822.461775 4353.627245 446.858817
miR-15b-5p 382.0011438 428.5064966 364.06273 74.4832836
let-7f-5p 9360.65918 12232.93023 22892.25606 882.371765
miR-1454 179.038763 201.6152345 139.3508045 15.1032273
miR-24-3p 1840.489729 2463.566793 2464.129212 402.6754285
miR-181a-5p 5676.43792 3044.36306 5645.8928 47361.9403
miR-429-3p 4084.873928 102.0522355 71.1423951 877.8198308
miR-135a-5p 146.1826256 80.27547757 37.39363297 15.3201931
miR-30c-1-3p 218.5748716 286.6346 217.1491682 38.6362978
miR-101-3p 4893.437293 4570.587717 4056.438896 833.78012
miR-130c-3p 1851.05109 1710.319824 1119.638198 163.914736
miR-148a-3p 35036.43668 34103.21692 44556.7545 8032.80135
miR-30a-3p 623.6236871 985.9520138 766.3035469 136.7458028
miR-153-3p 276.2759502 248.9136052 267.122028 43.4813843
miR-146¢-5p 15998.76405 16610.87163 24689.39126 843.539233
miR-19b-3p 1478.370836 1620.77894 1001.715205 77.0760723
miR-142-5p 1139.658003 542.7691141 14.56531022 70.57847886
miR-15a 1681.823107 1486.693246 1663.211794 341.5494245
miR-29b-3p 183.8103364 1106.663354 248.6677433 40.96072434
miR-19a-3p 1404.37128 1430.878441 1261.195227 194.7209818
let-7k-5p 1684.697048 6034.299495 3614.997956 316.3428249
let-7c-5p 6093.651099 3585.637998 4059.338896 503.5018268
miR-219b 11292.41908 2446.734293 2447.182194 555.805521
miR-30c-2-3p 163.3043783 142.0201431 203.0075545 27.09709456
miR-99a-5p 1471.32634 1067.81951 1243.723437 195.3511468
miR-30a-5p 12176.88843 26696.8961 20795.34157 544.470743
miR-2954 1454882737 7698.144043 16610.48005 1839.451605
miR-10a-3p 1172.12577 6.00741618 1148.174021 68.68798389
miR-1451-5p 192.4321597 188.7996511 155.8803729 36.54956941
miR-29a-3p 1670.405017 1987.099293 1675.116134 264.6692957
miR-202-5p 1133.211054 3070.777918 1408.423483 49.78303419
miR-30b-5p 1694.717005 1970.866302 1149.118946 255.8469859
miR-194 149.8667618 1.60227985 0.777283382 18.2747847
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