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Table S1. Formulation and proximate composition of the experimental diets.

Ingredients Diets

LFD MFD HFD
Fish meal 1.00 1.00 1.00
Soy protein concentrate 6.50 6.50 6.50
Wheat gluten 5.00 5.00 5.00
Dehulled soybean meal 23.40 24.25 25.38
Strong flour 29.30 26.32 22.34
Fish oil and soybean oil (1:1) 0.00 2.13 498
Ca(H2POs)2 2.00 2.00 2.00
Choline chloride 0.20 0.20 0.20
Ethoxyquin 0.10 0.10 0.10
Calcium propionate 0.10 0.10 0.10
Vitamin premix ! 1.40 1.40 1.40
Mineral premix 2 1.00 1.00 1.00
Kelp powder 30.00 30.00 30.00
Proximate analysis (dry weight %)
Moisture 7.32 7.48 7.52
Crude protein 30.15 30.22 30.19
Crude lipid 1.57 3.82 6.72
Ash 15.25 15.28 15.42

! Vitamin premix (each/kg diet): thiamine, 120.0 mg; riboflavin, 100.0 mg ; folic acid, 30.0 mg; nicotinic acid, 800.0 mg;
Vitamin B6, 40mg; calcium pantothenate, 200.0 mg; inositol, 4000.0 mg; biotin, 12.0 mg; Vitamin C, 4000.0 mg; Vitamin
B12, 0.18mg; Vitamin A, 100,000 IU; Vitamin D, 2000 IU; Vitamin E, 450 mg; and Vitamin K3, 80 mg. 2 Mineral premix
(each/kg diet): NaCl, 0.4 g; MgSO+7H20, 6.0 g; NaH2PO4+-2H20, 10.0 g; KH2PO4, 12.8 g; Fe-citrate, 1.0 g; ZnSO+7H20,
141.2 mg; CoCl:6H20, 0.4mg; KIOs, 1.2 mg; MnSO4+H20, 64.8 mg; CuSOs-5H20, 12.4 mg; Na:SeOs5H20, 0.61 mg.
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TCA GAG GAC TTT TTA GAT ACA ACC TTT GGC TTT GAC TTT CGA CCA CGA GCT AGT TCT AAT
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GTGATGTATTGTGATGTGATTATGTATGAGGAACCATGGCTAATGAGAAACCAGTATGGAT-
TCTGTGGCACAAGAATGGTGAGGCAATGGTAGCTATATAGGGCAGCATGCCTGTTTGCTAG-
CAGGCGAGCAGAGACATTTGAAGATCAGGGAGGTTGTCGGTCA

Figure S1. Nucleotide and deduced amino acid sequences of FoxO in abalone. The forkhead (FH) domain (64-153aa) is
marked in yellow and a transactivation (FoxO-TAD) domain (590-622aa) is underlined.



