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SDYKIIRKHAINRASELVTLVKMELEKETD@IRQLELIDDLORMGLSDHFQNEFKEILSSVYLDHEY YKNPRPKEERDI|
SDYKEPKHWYIRASELVTLVKMELEKETD@IRQLELIDDLORMGLSDHFQNEFKEILSSIYLDHEYYKNPEPKEERDI)
SDYKEDKHASRASELVTLVKMELEKETDIBITROLELIDDLORMGLSDHFQNEFKEILSSIYLDHEYYKNPEPKEERDI)

YSTSLAFRLLREHGFQVAQEVFDSFKNEEGEFKESLSBDTRGLLOLYEASFLLTEGETTLESAREFATKFLEERVNE|
YSTSLAFRLLREHGFQVAQEVEFDSFKNEEGEFKESLSBDTRGLLOLYEASFLLTEGETTLESAREFATKFLEEKVNE|
YSTSLAFRLLREHGFQVAQEVEFDSFKNEEGEFKESLSEDTRGLLOLYEASFLLTEGETTLESAREFATKFLEERVNE

DLLTRIAYSLBIPLHWRIKRPNAPVWI FOEELKESFRWWRNTGE

GGEDINLLTRIAYSLIBTPLHWRIKRPNAPVWIPBSYRKRPNMNPVVLINLATLDLNIVOABEQQOELKESFRWWRNTGE
ele
GG LBIPLHWRIKRPNAPVWI FOQEELKESFRWWRNTGE

EKLPFARDRLVECYFWNTGIIEPROQHASARIMMGKVNALITVIDDIYDVYGTLEELEREFTDLIRRWDIDSIDQLPDY
EKLPFARDRLVECYFWNTGIIEPRQHASARIMMGKVNALITVIDDIYDVYGTLEELEQFTDLIRRWDINSIDQLPDY
EKLPFARDRLVECYFWNTGIIEPRQHASARIMMGKVNALITVIDDIYDVYGTLEELEQFTDLIRRWDINSIDQLPDY

MOLCFLALNNEVDETSYDVMKEKGVNVIPYLROSWVDLADKYMVEARWEYGGHKPSLEEYLENSWMSISGPCMLTHI
MOLCFLALNNEVDBTSYDVMKEKGVNVIPYLRQSWVDLADKYMVEARWEYGGHKPSLEEYLENSW@SISGPCMLTHI
MOLCFLALNNEVDBTSYDVMKEKGVNVIPYLRQSWVDLADKYMVEARWEYGGHKPSLEEYLENSW@SISGPCMLTHI

FFRVIDSFTKETVDSLYKYHDLVRWSSFVLRLADDLGTSVEEVSRGDVPKSLQCYMSDYNASEAEARKHVKWLIAE
FFRVIDSFTKETVDSLYKYHDLVRWSSFVLRLADDLGTSVEEVSRGDVPKSLOQCYMSDYNASEAEARKHVKWLIAEV]
FFRVTDSFTKETVDSLYKYHDLVRWSSEVLRLADDLGTSVEEVSRGDVPKSLOCYMSDYNASEAEARKHVKWLIAE

WKKMNAERVSKDSPFGKDFIGCAMDLGRMAQLMYHNGDGHGTQHPI ITHQOMTIATLFEPFEA 599
WKKMNAERVSKDSPFGKDFIGCAMDLGRMAQLMYHNGDGHGTQHPI ITHQOMTRTLFEPEFA 599
WKKMNAERVSKDSPFGKDFIGCARDLGRMAQLMYHNGDGHGTQHPI THQOMTRTLFEPEA 599

Figure S1. Multiple sequence alignment of LS from M. spicata, M. piperita, and M. longifolia.
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