Identification of homozygosity-rich genomic regions in seven Italian local turkey

(Meleagris gallopavo) breeds

Figure S1. Box plot of From values calculated for each breed.
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Figure S2. Box plot of Fron values for each class of ROH length
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Figure S3. Fron values calculated for each chromosome.
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Inbreeding by Chromosome

Figure S4. ROH_island on chrl containing KITGL gene: homozygosity genotypes for all
ErRo’s birds.
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