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The authors have requested that the following changes be made to their paper [1].



The original authors wish to add Dr. Kelly J. Vining and Dr. Bernd Markus Lange as coauthors of this paper. The author contributions were: K.J.V. and B.M.L. contributed to this paper by providing the genome data of M. longifolia. The updated “Author Contributions” and “Funding” are provided below.



We would like to apologize for any inconvenience caused to the authors and readers by this mistake. The published version will be updated on the article webpage, with a reference to this notice.






Author Contributions


Methodology, X.Q., Z.C., Y.Z., Z.L., L.L. and X.Y.; data curation, X.Q., K.J.V., B.M.L., Z.C. and Y.B.; writing—original draft preparation, X.Q.; writing—review and editing, X.Q. and C.L.; supervision, C.L. and W.L.; project administration, C.L.; funding acquisition, C.L. and H.F. All authors have read and agreed to the published version of the manuscript.
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