KEGG pathway

Pentose and glucuronate interconversions —
Tyrosine metabolism

Glycolysis / Gluconeogenesis

Fatty acid degradation —

Phosphatidylinositol signaling system —
Glycine, serine and threonine metabolism —
Citrate cycle (TCA cycle)

Tropane, piperidine and pyridine alkaloid bi...
Isoquinoline alkaloid biosynthesis —
alpha-Linolenic acid metabolism —
Phenylalanine metabolism —

N-Glycan biosynthesis

Glycerophospholipid metabolism
beta-Alanine metabolism —

Autophagy - other —

Brassinosteroid biosynthesis

Amino sugar and nucleotide sugar metaboli...
RNA transport

Protein processing in endoplasmic reticulum —

Phenylpropanoid biosynthesis —
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KEGG pathway

Ribosome —

Pyruvate metabolism —

MAPK signaling pathway - plant -
Plant-pathogen interaction —

Steroid biosynthesis —

Glycolysis / Gluconeogenesis —

Fatty acid biosynthesis

Alanine, aspartate and glutamate metabolism —
Glycosaminoglycan degradation -

Phagosome

Propanoate metabolism

Porphyrin and chlorophyll metabolism
Sesquiterpenoid and triterpenoid biosynthesis —
Biotin metabolism —

Arginine and proline metabolism —

Vitamin B6 metabolism —

Pentose phosphate pathway —

Starch and sucrose metabolism —

Isoquinoline alkaloid biosynthesis

Galactose metabolism —
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