Coronatine based gene expression changes impart
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Supplemental Figure S1: The correlation heatmap of six samples.

a b C
F 150 = =0 100
5 g 5
w B 55 400 52 8
c o 1004 g £ g £ ]
-% 3 53 w0 2g ©
s L £ ,E =
5§ 504 gL 200 8.—5 40|
c® c o 2=
S o S @ 100 3.2 20
S = o =
B 20 e g
£ £ o S0 0 SNl
control  COR (0.05 uM) control  COR (0.05 uM) control  COR (0.05 uM)

Supplemental Figure S2: Three plant hormones whose contents did not change after
treatment with COR.

(a), (b) and (c¢): Changes of IAA (a), GA (b) and ZR (c) contents in maize leaves induced
by 0.05 uM COR. The data were presented as means + SE (n = 3) and analyzed by
Student's t-test. SE is represented by error bars. * Indicates that the difference is
significant, and the significant degree a is 0.05.
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Supplemental Figure S3: The expression of genes related to biosynthesis of
secondary metabolites, benzoxazinoid biosynthesis and plant hormone signal
transduction in KEGG database.

The data were normalized by log2 and Z-score, the closer to 1.5, the higher the relative

gene expression, and the closer to -1.5, the lower the relative gene expression.
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Supplemental Figure S4: Enrichment analysis of genes related to plant hormones.

Supplemental Tables:

Supplemental Table S1. GenBank ID of genes related to benzoxazine biosynthesis.
Gene symbol Full name gene ID_V4
ZmBX1 benzoxazinone synthesis 1 Zm00001d048709
ZmBX2 benzoxazinone synthesis 2 Zm00001d048710
ZmBX3 benzoxazinone synthesis 3 Zm00001d048702
ZmBX4 benzoxazinone synthesis 4 Zm00001d048703
ZmBX5 benzoxazinone synthesis 5 Zm00001d048705
ZmBX6 benzoxazinone synthesis 6 Zm00001d048634




Supplemental Table S2. Differentially expressed genes related to plant hormone

Gene ID Gene Module Hormone_type
symbol

Zm00001d002 | cdpk5 GGPPS GA_Biosynthesis

540

Zm00001d003 | ts1(lox8 | PIFs GA_Signal_Transduc

533 ) tion

Zm00001d004 | cyp27 bZIP GA_Signal_Transduc

664 tion

Zm00001d005 | cdpk33 | NAC GA_Signal_Transduc

164 tion

Zm00001d005 | nactf5 bHLH GA_Signal_Transduc

208 tion

Zm00001d005 | zim13 | GAMYB GA_Signal_Transduc

813 tion

Zm00001d005 | hb54 GRAS GA_Signal_Transduc

951 tion

Zm00001d005969 bHLH GA_Signal_Transduc
tion

Zm00001d006065 bHLH GA_Signal_Transduc
tion

Zm00001d006 | gras49 | bZIP GA_Signal_Transduc

551 tion

Zm00001d006 | cdpk32 | GGPPS GA_Biosynthesis

621

Zm00001d006 | gras75 | GID1 GA_Signal_Transduc

701 tion

Zm00001d008 | nactf97 | bHLH GA_Signal_Transduc

307 tion




Zm00001d008 | nactf97
308

bHLH

GA_Signal_Transduc
tion

Zm00001d011 | prh18 NAC GA_Signal_Transduc

131 tion

Zm00001d011 | prh19 NAC GA_Signal_Transduc

132 tion

Zm00001d011 | myb24 | NAC GA_Signal_Transduc

614 tion

Zm00001d011 | cdpk21l | bHLH GA_Signal_Transduc

666 tion

Zm00001d011 | cko3 GA20x GA_Biosynthesis

890

Zm00001d012304 bZIP GA _Signal_Transduc
tion

Zm00001d012 | prh4 GID1 GA_Signal_Transduc

401 tion

Zm00001d012 | nactf23 | NAC GA_Signal_Transduc

527 tion

Zm00001d012642 bHLH GA_Signal_Transduc
tion

Zm00001d013 | nactf6 NAC GA _Signal_Transduc

003 tion

Zm00001d013 | ao2 GRAS GA_Signal_Transduc

098 tion

Zm00001d013 | cdpkl GRAS GA _Signal_Transduc

109 tion

Zm00001d013 | aos5 NAC GA_Signal_Transduc

185 tion

Zm00001d013220 bZIP GA_Signal_Transduc

tion




Zm00001d014 | ziml bHLH GA_Signal_Transduc
253 tion

Zm00001d014 | mpk5 GRAS GA_Signal_Transduc
658 tion

Zm00001d015 | cdpk22 | bZIP GA_Signal_Transduc
100 tion

Zm00001d015 | wrky48 | NAC GA_Signal_Transduc
515 tion

Zm00001d015 | myb5 bZIP GA_Signal_Transduc
614 tion

Zm00001d017 | hb4l bZIP GA_Signal_Transduc
422 tion

Zm00001d017 | abhl NAC GA_Signal_Transduc
762 tion

Zm00001d018 | bzip4 GA20x GA_Biosynthesis

178

Zm00001d018 | cipk23 | bZIP GA_Signal_Transduc
799 tion

Zm00001d018 | nced5 bHLH GA_Signal_Transduc
819 tion

Zm00001d018 | iaa32 bZIP GA _Signal_Transduc
973 tion

Zm00001d019 | dxs2 NAC GA_Signal_Transduc
060 tion

Zm00001d019 | nactf4 GRAS GA _Signal_Transduc
207 tion

Zm00001d019 | zim38 bHLH GA_Signal_Transduc
692 tion

Zm00001d020 | igps1 bHLH GA_Signal_Transduc

008

tion




Zm00001d020 | zim28 bHLH GA_Signal_Transduc

614 tion

Zm00001d021 | ocl3 SAUR IAA_Signal_Transdu

236 ction

Zm00001d021817 ARF IAA_Signal_Transdu
ction

Zm00001d021 | cdpk19 | NITs IAA_Biosynthesis

835

Zm00001d021 | gras38 | YUCCA IAA_Biosynthesis

946

Zm00001d022 | zim23 | TSB1 IAA_Biosynthesis

139

Zm00001d024522 YUCCA IAA_Biosynthesis

Zm00001d025141 ABCB IAA_Transportation

Zm00001d025 | lox7 CUL IAA_Signal_Transdu

524 ction

Zm00001d025752 AUX/IAA IAA_Signal_Transdu
ction

Zm00001d025903 AUX/IAA IAA_Signal_Transdu
ction

Zm00001d026269 SAUR IAA_Signal_Transdu
ction

Zm00001d026 | crr2 SAUR IAA_Signal_Transdu

594 ction

Zm00001d027 | hyd6 SAUR IAA_Signal_Transdu

443 ction

Zm00001d027 | cki3 SAUR IAA_Signal_Transdu

585 ction




Zm00001d027 | zim27 ERF1 JA_Signal_Transduct

900 ion

Zm00001d028 | aos2 JAZ JA _Signal_Transduct

282 ion

Zm00001d028574 KEG JA Signal_Transduct
ion

Zm00001d028 | fad8 AOS(alleneoxidesynthase) JA_Biosynthesis

742

Zm00001d029 | pld9 MYC2 JA Signal_Transduct

684 ion

Zm00001d030028 JAZ JA_Signal_Transduct
ion

Zm00001d031 | tcptf21 | OPR(12-Oxo-PDAReductase) | JA_Biosynthesis

725

Zm00001d033 | zim3 PLD JA_Biosynthesis

049

Zm00001d033 | zim18 LOX(linolenatelipoxygenase) JA _Biosynthesis

050

Zm00001d033 | lox4 ORA59 JA Signal_Transduct

624 ion

Zm00001d033848 YAB JA Signal_Transduct
ion

Zm00001d033 | acs6 YAB JA_Signal_Transduct

862 ion

Zm00001d033957 HAC1 JA Signal_Transduct
ion

Zm00001d034109 HDA19 JA_Signal_Transduct
ion

Zm00001d034453 JAZ

JA _Signal_Transduct
ion




Zm00001d034 | tsahl JAZ JA_Signal_Transduct
461 ion
Zm00001d035 | bzipl2 | PP2C ABA Signal_Transd
440 uction
Zm00001d037 | tcptfl PP2C ABA Signal_Transd
221 uction
Zm00001d038 | GID1 SUC5 ABA _Signal_Transd
165 uction
Zm00001d038340 RGLG1/RGLG5 ABA Signal_Transd
uction
Zm00001d039037 CAMTA ABA _Signal_Transd
uction
Zm00001d039 | pld1 CIPK ABA _Signal_Transd
670 uction
Zm00001d040 | nactf66 | SnRK2 ABA Signal_Transd
318 uction
Zm00001d041 | bzip8 MAPK ABA _Signal_Transd
920 uction
Zm00001d041996 AKT(7 A1 8 /& KAT1) ABA _Signal_Transd
uction
Zm00001d042 | arftfl SnRK2 ABA Signal_Transd
267 uction
Zm00001d042 | camta3 | RboH ABA _Signal_Transd
313 uction
Zm00001d043 | wrky4 | ABRE ABA _Signal_Transd
062 uction
Zm00001d043 | cko4 ATHB ABA _Signal_Transd
293 uction
Zm00001d043706 SAUL1/PUB44 ABA_Biosynthesis




Zm00001d044 | LOG7 | PSY ABA_Biosynthesis
327
Zm00001d044442 CHYB ABA_Biosynthesis
Zm00001d044443 CHYB ABA_Biosynthesis
Zm00001d044 | opr2 ABCGs ABA_Transportation
906
Zm00001d044 | oprl ABCGs ABA_Transportation
908
Zm00001d045046 ABCGs ABA_Transportation
Zm00001d045 | arr2 ABCGs ABA_Transportation
112
Zm00001d047017 PP2C ABA Signal_Transd
uction
Zm00001d047209 PP2C ABA Signal_Transd
uction
Zm00001d047 | fad7 PP2C ABA _Signal_Transd
743 uction
Zm00001d047 | mpkl PP2C ABA Signal_Transd
758 uction
Zm00001d048 | gras4d5 | PP2C ABA _Signal_Transd
199 uction
Zm00001d048 | zim4 PP2C ABA _Signal_Transd
263 uction
Zm00001d049 | nactf77 | CDPK ABA _Signal_Transd
540 uction
Zm00001d050 | crr7 ABD1 ABA _Signal_Transd
768 uction
Zm00001d051863 ENT CTK_Transportation




Zm00001d052530 HD-ZIP CTK_Signal_Transd
uction

Zm00001d052 | rboh4 IPT CTK_Biosynthesis

653

Zm00001d052 | bzip43 | IPT CTK_Biosynthesis

725

Zm00001d053436 ZOGT CTK_Biosynthesis

Zm00001d002 | acs2 ACS ET_Biosynthesis

592

Zm00001d017 | erebl6 | EREBP ET_Signal_Transduct

592 ion

Zm00001d024 | acco3l | ACO ET_Biosynthesis

843

Zm00001d031 | ereb172 | EREBP ET_Signal_Transduct

796 ion

Zm00001d033 | acs6 ACS ET_Biosynthesis

862

Zm00001d047 | mpkl MPK3 ET_Signal_Transduct

758 ion

Zm00001d052 | erebl7 | EREBP ET_Signal_Transduct

229 ion

Zm00001d003850 SBP BR_Signal_Transduc
tion

Zm00001d003852 SBP BR_Signal_Transduc
tion

Zm00001d005 | umc5a | BIS BR_Signal_Transduc

826 tion

Zm00001d005969 BIM1 BR_Signal_Transduc

tion




Zm00001d006065 HBI1 BR_Signal_Transduc
tion

Zm00001d006 | bzr7 BES1/BZR1 BR_Signal_Transduc

677 tion

Zm00001d006947 castasteroneC-26hydroxylase BR_Biosynthesis

Zm00001d006948 castasteroneC-26hydroxylase BR_Biosynthesis

Zm00001d008 | nactf97 | AlFs BR_Signal_Transduc

307 tion

Zm00001d008 | nactf97 | AlFs BR_Signal_Transduc

308 tion

Zm00001d019 | smtl SMT1 BR_Biosynthesis

139

Zm00001d020 | umc5b | BIS BR_Signal_Transduc

639 tion

Zm00001d028686 HERK1 BR_Signal_Transduc
tion

Zm00001d035392 cycloartenolsynthase BR_Biosynthesis

Zm00001d036112 SBIl BR_Signal_Transduc
tion

Zm00001d037 | cl12999 | HERK1 BR_Signal_Transduc

544 1 tion

Zm00001d039 | bzr2 BES1/BZR1 BR_Signal_Transduc

439 tion

Zm00001d039642 castasterone23-0O- BR_Biosynthesis

glucosyltransferase
Zm00001d039650 castasteroneC-26hydroxylase BR_Biosynthesis
Zm00001d040 | nactf66 | AlFs BR_Signal_Transduc

318

tion




Zm00001d046 | brc2 castasteroneC-26hydroxylase BR_Biosynthesis
422
Zm00001d048 | bskl BSK1 BR_Signal_Transduc
345 tion
Zm00001d051 | IDP853 | SBP BR_Signal_Transduc
484 4 tion
Zm00001d052 | xth6 TCH4 BR_Signal_Transduc
651 tion
Zm00001d053 | shp19 SBP BR_Signal_Transduc
775 tion
Zm00001d006 | umcl46 | 2-dehydro-3- SA_Biosynthesis
900 4 deoxyphosphoheptonatealdolas

e
Zm00001d011 | wrky68 | WRKYSs SA_Signal_Transduc
133 tion
Zm00001d011 | wrky42 | WRKY's SA_Signal_Transduc
527 tion
Zm00001d012 | wrkyll | WRKY's SA_Signal_Transduc
482 5 tion
Zm00001d013 | ao2 AAO SA_Biosynthesis
098
Zm00001d015 | pco789 | cinnamate:CoAligase SA_Biosynthesis
025
Zm00001d015 | wrky48 | WRKY's SA_Signal_Transduc
515 tion
Zm00001d020 | wrky53 | WRKY's SA _Signal_Transduc
492 tion
Zm00001d034 | wrky3 | WRKY's SA_Signal_Transduc

073

tion




Zm00001d036 | wrkyll | WRKY's SA Signal_Transduc

726 4 tion

Zm00001d037 | wrkyl2 | WRKY's SA_Signal_Transduc

607 5 tion

Zm00001d039 | wrky93 | WRKY's SA_Signal_Transduc

245 tion

Zm00001d043 | wrky43 | WRKY's SA Signal_Transduc

025 tion

Zm00001d043 | wrky81 | WRKY's SA _Signal_Transduc

060 tion

Zm00001d043 | wrky4 | WRKYSs SA_Signal_Transduc

062 tion

Zm00001d053 | wrky8 | WRKYSs SA_Signal_Transduc

369 tion

Zm00001d003850 SPL SL_Signal_Transduct
ion

Zm00001d003852 SPL SL_Signal_Transduct
ion

Zm00001d021 | psy3 PSY SLs_Biosynthesis

410

Zm00001d028 | si7762c | D14 SL_Signal_Transduct

094 1 ion

Zm00001d051 | IDP853 | SPL SL_Signal_Transduct

484 4 ion

Zm00001d053 | sbp19 SPL SL_Signal_Transduct

775 ion




