Table S1 Characteristics of identified ReWRKY gene gamily

. ) ) Predicted
Lengt Instability ~ Aliphati  GRAV
Gene ID MW pl Subcellular
h Index ¢ Index Y )
Location
RcWRK  PRQ280
156 17862.44 511 45.44 44.23 -1.151  Nucleus
Y57 07
RcWRK  PRQ525
476 5213297  6.82 41.69 66.68 -0.893  Nucleus
Y20 54
RcWRK  PRQ490
246 2795142  9.08 52.77 63.78 -0.729  Nucleus
Y16 66
RcWRK  PRQ432
292 32952.66 519 59.72 61.1 -0.801  Nucleus
Y30 43
RcWRK  PRQ450
434 47596.44 6.3  46.61 70 -0.539  Nucleus
Y32 28
RcWRK  PRQ534
534 58158.94 896 60.89 60.11 -0.761  Nucleus
Y22 81
RcWRK  PRQ582
226 25453.83 9 37.17 68.58 -0.735  Peroxisomal
Y4 97
RcWRK  PRQ166
897 101063.64 5.88 52.1 78.39 -0.547  Nucleus
Y59 57
RcWRK  PRQ346
623 68204.85 728 51.71 43.71 -1.026  Nucleus
Y48 83
RcWRK  PRQ542
201 22400.7 894 328 46.57 -0.942  Nucleus
Y24 94
RcWRK  PRQ584
350 3892246 59  45.02 62.94 -0.628  Nucleus
Y5 16
RcWRK  PRQ175
223 25538.09 9.29 68.93 62.51 -0.764  Nucleus
Y62 84
RcWRK  PRQ349
716 77262.71  5.63 52.27 50.15 -0.791  Nucleus
Y49 20
RcWRK  PRQ490
120 13629.17  9.35 432 48.67 -1.026  Cytoplasm
Y15 15
RcWRK  PRQ480
314 34188.83  9.56 49.83 66.5 -0.478  Nucleus
Y14 45
RcWRK  PRQ298
496 53634.93 595 50.89 51.77 -0.768  Nucleus
Y44 26
RcWRK  PRQ292
277 3021229 534 62 50.32 -0.784  Nucleus
Y42 22
RcWRK  PRQ602
426 45830.47 528 55.13 55.66 -0.669  Nucleus
Y11 03
RcWRK  PRQ370
305 33158.47 9.85 51.11 57.87 -0.655  Nucleus
Y35 90
RcWRK  PRQ427
v29 %9 506 55933.05  7.67 60.23 45.32 -0.964  Nucleus
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Figure S1. Chromosomal localization of ReWRKY gene family members in Chinese rose.

The scale on the left is in megabytes blue to yellow in chromosome indicates gene density.

The chromosome number is displayed on the left side of the vertical bar; The right side of

the vertical bar shows the gene location
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Table S2. Primers of ReWRKY gene needed for fluorescence quantification

Primer name

Rcactin-qF
Rcactin-qR
RcWRKY5-qF
RcWRKY5-gqR

RcWRKY14-qF
RcWRKY14-qR
RcWRKY16-qF
RcWRKY16-qR

RcWRKY28-qF
RcWRKY28-gR

RcWRKY39-qF
RcWRKY39-gR
RcWRKY49-qF
RcWRKY49-gR

RcWRKY56-qF
RcWRKY56-gR

RcWRKY62-qF
RcWRKY62-qR

Sequence(5’ -3 )

CCCCACTCAATCCCAAGGCAA
CGGAAGTCCAGCACAATACCA
GTAGAGCCAAGAAGCGATAG
TACTGTGAATGTGAAGCCG

CTGCCCTTCACTGCTCC
TAGTCCCCTCCATTCCG
AGCAGGGCTTGTTTGATA
ATAGGCTTTGAGGGATTGT

GTTCACAAACACCCTTCGTATC
CAGCATCATCAAGAGCATCC

AGTGAGGAAGTTGGAGATGC
CACAGTCCGATGAGAAGAAG
AACCCACCAAAGTTCAAAATCA
CTGCCACCAACAGTATCAAAAG

AGCAATCCCAATCCTCA
CCGTCCCCAGACATAAA

CCAACCATTCCTATCGCCTC
CGCCACGCCCACACATC

Annealing
Temperature (C)
55.5

52.1

53.3

51

56.3

53.1

58.3

50.7

60.5




