Identification and prediction of differentially expressed microRNAs associated
with detoxification pathways in larvae of Spodoptera frugiperda
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Table S1. Annotation of sSRNAs in S. frugiperda.

known novo
Typ miRNA rRNA tRNA snRNA  snoRNA exon intron RNA unknown
e v % % % % % % v %
EO1 0.98 4.36 0.15 0.00 0.00 232 28.13 4.03 60.02
EO03 1.47 5.09 0.22 0.00 0.00 3.16 36.29 3.48 50.29
E02 1.19 6.60 0.13 0.00 0.00 2.70 27.16 4.34 57.87
A02 7.62 9.52 0.61 0.01 0.01 31.31 12.39 0.61 37.93
A03 5.90 11.27 0.15 0.00 0.01 6.65 18.42 0.74 56.86
Lo1 9.00 12.62 0.12 0.00 0.01 7.64 15.58 4.40 50.62
P02 2.19 13.61 0.07 0.00 0.00 6.01 6.05 1.59 70.48
P01 1.71 14.21 0.05 0.00 0.00 4.94 4.10 2.37 72.62
Lo03 5.72 16.95 0.11 0.00 0.01 9.14 10.20 3.55 54.32
A01 7.32 25.07 0.49 0.03 0.03 27.89 10.61 0.49 28.08
L02 3.77 25.94 0.18 0.01 0.02 7.18 5.93 1.15 55.83
P03 4.22 37.82 0.19 0.00 0.00 4.98 6.11 1.12 45.57

Table S2. Ten of the most highly expressed miRNAs in S. frugiperda. Numbers indicate absolute read counts.

miRNA ID Egg Larva Pupa Adult Expression level
sfr-miR-2766-3p  112671.0667 621747.0367 324379.8167 485039.8333 high
sfr-miR-279a-3p  363417.5333 93431.7 236742.8067 237240.3067 high
sfr-miR-10-5p 161227.71 87721.67 67200.60667 22611.33333 high
sfr-miR-11-3p 120132.3267 21610.32667 46551.99667 17348.53667 high
sfr-miR-10482-5p 5104.77 3637.946667 13614.78333  8692.153333 high

sfr-miR-7-5p 81866.93333 3959.19 9430.4 1827.883333 high
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