Supplementary Table S1. Genomic locations of the transgene insertions.
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Chr = Chromosomal location; Cyt. band = Cytological band; Coordinate = Coordinate based on D. melanogaster

reference genome Release 6.09; Location = Type of genomic location, “inter” indicates intergenic regions; Affected

gene = Gene overlapping with the transgene insertion; Proximal/Distal gene = Gene found within 10kb of the

transgene insertion



