Reporter gene constructs:

1. KRAS 3’-UTR into GFP-pcDNA3.1

5’ AAGCTTATGGGCAGCAGCORTORTCATEATEATEAE A GCAGCGGCCTGGTGCCGCGCGGCAGC
CGTACGATGA GCAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGA
TGGTGATGTTAATGGGCACAAATTTTCTGTCCGTGGAGAGGGTGAAGGTGATGCTACAAAC
GGAAAACTCACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTT
GTCACTACTCTGACCTATGGTGTTCAATGCTTTTCCCGTTATCCCGATCACATGAAACGGCAT
GACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAAGA
TGACGGGACCTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTA
TCGAGTTAAAAGGTATTGATTTTAAAGAAGATGGAAACATTCTCGGACACAAACTCGAGTAC
AACTTTAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATCAAAGCTAA
CTTCAAAATTCGCCACAACGTTGAAGATGGTTCCGTTCAACTAGCAGACCATTATCAACAAA
ATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTG
TCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTTGAGTTTGTAACTGCT
GCTGGGATTACACATGGCATGGATGAGCTCTACAAAGTTAACGGTGGCGGTGGCTCTGGAG
GTGGTGGGTCCGGTACCTAACGGACGCGTGGGCGGCAGCGCTGTGGCGGCGGCTGAGACGGC
AGGGGAAGGCGGCGGCGGCTCGGCCCGGAGTCCCGCTCCCGCGCCATTTCGGACCCGGAGCGA
GCGCGGCGCGGGCCTGAAGGCGGCGGCGGGAGCCTGAGGCGCGGCGGCTCCGCGGCGCGGAGA
GAGGCCTGCTGAAAATGACTGAGTATAAACTTGTGGTGGTTGGAGCTGGTGGCGTAGGCAAGAG
CGCCTTGACGATACAGCTAATTCAGAATCACTTTGTGGATGAGTACGACCCTACGATAGAGGACT
CCTACAGGAAACAAGTAGTAATTGATGGAGAAACCTGTCTCTTGGATATTCTCGACACAGCAGG
TCAAGAGGAGTACAGTGCAATGAGGGACCAGTACATGAGAACTGGGGAGGGCTTTCTTTGTGTA
TTTGCCATAAATAATACTAAATCATTTGAAGATATTCACCATTATAGAGAACAAATTAAAAGAGT
AAAGGACTCTGAAGATGTGCCTATGGTCCTGGTAGGGAATAAGTGTGATTTGCCTTCTAGAACAG
TAGACACGAAACAGGCTCAGGAGTTAGCAAGGAGTTACGGGATTCCGTTCATTGAGACCTCAGC
AAAGACAAGACAGGGTGTTGACGATGCCTTCTATACATTAGTCCGAGAAATTCGAAAACATAAA
GAAAAGATGAGCAAAGATGGGAAGAAGAAGAAGAAGAAGTCAAGGACAAGGTGTACAGTT
ATGTGAATACTTTGTACTCTTTCTTAAGGCACACTTAAGTAAAAGTGTGATTTTTGTACATTACAC
TAAATTATTAGCATTTGTTTTAGCATTACCTAATCTTTTTTTTTTCTTCTGTTCGTGCAAACTGTCAG
CTTTTATCTCAAATGCTTATTTTAAAAGAACAGTGGAAACCTTCTTTTTTCTAAGTGCCAGTATTCC
CTGGGTTTTGGACTTAAACTAGCAATGCCTGTGGAAGAGACTAAAGACCTGAGACTCTGTCTTGG
GATTTGGTGCATGCAGTTGATTCCTTGCTAGTTCTCTTACCAACTGTGAACACTGATGGGAAGCAG
GATAATGAAGCTTCCGGACCATCCCTGCTCTGTGTCCATCTACTCATCCAATGGAGTCATTAGCA
GTCAATCGCAGCTTCACTGGACACTGAGGGGTCACAGACTTAGGCTCCCTTTGAGTCACGTCCAG
CGTGTCCTAGACTTTATCATCTTTCAGAGGCGTAGGCAGACTGTTCACAAAGGCTTTCTCTAGCTT
TCCACTGCAATTAATCTTGGTCACTCCCTCAAATAGTATATTTTTTCTAGAAAAGGGGAAAAATG
GAAAAAAAAAAAAAGGCAATGGAAAATGTTGAAATCCATTCAGTTTCCATGTTAGCTAAATTAC
TGTAAGATTCCTATAATAGCTTTTCCTGGTAAGGCAGACCCAGTATGAAATAGTAATAACCATTT
GGGCTATATTTACATGCTACTAAATTTTTGTAATAATTCAAACAACTTTAGCATATATAAAAAGTT
CTCATAAGAATTAAGTACAGGATCCGACGGATCGGGAGATCTC

- GFP, Linker, 3’-UTR, Let-7 binding sites (corresponds to Kumar et al., 2007; miRTarBase, 2018)



2. CPEB 3’-UTR into GFP-pcDNA3.1

5’ AAGCTTATGGGCAGCAGCEATORTCATCATEAIEAR A GCAGCGGCCTGGTGCCGCGCGGCAGC
CGTACGATGA GCAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGA
TGGTGATGTTAATGGGCACAAATTTTCTGTCCGTGGAGAGGGTGAAGGTGATGCTACAAAC
GGAAAACTCACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTT
GTCACTACTCTGACCTATGGTGTTCAATGCTTTTCCCGTTATCCCGATCACATGAAACGGCAT
GACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAAGA
TGACGGGACCTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTA
TCGAGTTAAAAGGTATTGATTTTAAAGAAGATGGAAACATTCTCGGACACAAACTCGAGTAC
AACTTTAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATCAAAGCTAA
CTTCAAAATTCGCCACAACGTTGAAGATGGTTCCGTTCAACTAGCAGACCATTATCAACAAA
ATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTG
TCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTTGAGTTTGTAACTGCT
GCTGGGATTACACATGGCATGGATGAGCTCTACAAAGTTAACGGTGGCGGTGGCTCTGGAG
GTGGTGGGTCCGGTACCTAAAGGAGCTGGCCTTGCCCAGTGGCCTGTGGCGCCCAAAGCTGGC
AGGTCAGGCAAGCAGCCTGCACCACCCTGCCACTGGCGACCAGGGAGCTGGCTTCCCAAGGACA
AGGGAAAATTGTAGTCACCTTTGCACTTGCTGAATCTGTCTTTGTTTCTGCACTAATTAATGCACA
TTGAGTTTTGTCAGGTTTTGTTTTCAGGGGGTGTACCAAGGGCAAGGACCCTCTGGCTTACCCTCC
AAGCGACTCTGTAGTTTTCCCAGATTTTAGTTCCTCATTTTGCAGATGAAAAGCGGGGAAAAAAA
AAAAAAAAAAAAAAACTACGTGTCCAGAAGGTATTGAGGTATTGACACGGATGCCTACACCTA
GGTTTATTTATTAAAAGCGCTTTTTTACATTCCTTGCAATACTGATGGTGATGATGCGCAGGTCTC
ATTGGTTTCATTCTTGCAGTTGCCATACAGTGCCTTTCCATTTATTTAACCCCCACCTGAACGGCAT
AAACTGAGTGTTCAGCTGGTGTTTTTTACTGTAAACAATAAGGAGACTTTGCTCTTCATTTAAACC
AAAATCATATTTCATATTTTACGCTCGAGGGTTTTTACCGGTTCCTTTTTACACTCCTTAAAACAGT
TTTTAAGTCGTTTGGAACAAGATATTTTTTCTTTCCTGGCAGCTTTTAACATTATAGCAAATTTGTG
TCTGGGGGACTGCTGGTCACTGTTTCTCACAGTTGCAAATCAAGGCATTTGCAACCAAGAAAAAA
AAAATTTTTTGTTTTATTTGAAACTGGACCGGATAAACGGTGTTTGAGCGGCTGCTGTATATAGTT
TTAAATGGTTTATTGCACCTCCTTAAGTTGCACTTATGTGGGGGGGTGGGGTTGATAGAAGTTTTT
AATCACAAAGTCACAGGACTTTTTTCTTTTGTAACTGAGCTAAAAAGGGCTGCTTTTCGGTGGGG
GCAGATGAAGGCTCACAGGAGCCCTTTCTCTTAGAGGGGGCAAGTACCCTTCCCTTATATCTTTA
ATTTGAGGAATGTATGAGATAACAGTTGCAGTTGACTGAAATGCCACTGGAATTTGAAAACTTGA
CTTTTTTTTCTTTCCTTTTTTTTTTITTTITITITTTTTAAAAAGAAACAAAAAACCCACAAAAACTAC
TTGCCCCTCCTAGGGAAGCTGTGTGCCAAAGAACCAGTGTCATAACCCCTCCCTCCTGCTGAGCT
GACGTTGCATTGTTGCATATCCCAGCTACTCTGTGGGTTTTGTGAAGCTGTGTGTGAAGTCTCTAC
CTCATTGTAGTATATGCAGGCAAGACTGCACTCTCCTACAGATGTGTGGAGTAAGCTGTGGTGTA
GTTTTTTTGGCACATAATAAACACGTTGCAGCAGGGATCCGACGGATCGGGAGATCTCCCGATCC
CCTATGGTCG

- GFP, Linker, 3’-UTR, miR-122 binding sites (corresponds to Burns et al. 2011)
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