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Halistemma isabu sp. nov. | Bract 1 | 11R | MT935660

Halistemma isabu sp. nov. | Nectophore 3 | 11R | MT935663

Halistemma isabu sp. nov. | Nectophore 2 | 11R | MT935662

Halistemma isabu sp. nov. | Nectophore 1 | 11R | MT935661

Halistemma isabu sp. nov. | Bract 2 | Eddy1 | MT935664

Halistemma isabu sp. nov. | Nectophore 4 | Eddy1 | MT935665

Halistemma sp. | KJ816934

Halistemma rubrum | AY935316

Halistemma rubrum | AY935281

Halistemma rubrum | AY935283

Agalma clausi | AY935270

Agalma okeni | AY935272

Agalma elegans | AY935271

Agalma elegans | AY935298

Athorybia rosacea | AY935274

Athorybia rosacea | AY935310

Nanomia bijuga | AY935296

Nanomia bijuga | AY935282

Nanomia bijuga | KF977402

Nanomia bijuga | KF977401

Nanomia bijuga | KF977400

Lychnagalma urticularia | DQ080009

Marrus claudanielis | DQ080007

Marrus orthocanna | DQ080010

Marrus orthocanna | KJ866186

Physalia physalis | AY935284
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Figure S3 Molecular phylogenetic tree of family Agalmatidae based on 16S rRNA data using the maximum 
likelihood method. The tree with the highest log likelihood (-1262.61) is shown. The analysis involved 26 nucleotide 
sequences. We eliminated all positions containing gaps and missing data. The number next to the branches 
represents bootstrap values.
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