
 

Supplemental Figure S1. Expression profiles of three selected RGA genes in response to S. 

sclerotiorum. The data are shown as the mean±standard error. Transcript levels were 

statistically analyzed by an ANOVA with Duncan’s multiple range test (P<0.05) at one 

timepoint. Means in the plot followed by the same letter do not differ based on Duncan’s 

multiple range test at P<0.05 (n=3). 


