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AUC: 0.72, 95%CI 
0.69 - 0.74, p<0.001
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ROC curve analysis for the prediction of euploidy
(zp-T qSEA adjusted for maternal age and 

blastocysts’ morphology) 

ROC curve analysis for the prediction of euploidy
(zp-T qSEA adjusted for maternal age) 

AUC: 0.75, 95%CI 
0.73 - 0.77, p<0.001

Se
ns

iti
vi

ty

1 - Specificity
0.2 0.4 0.6 0.8 1

0.2

0.4

0.6

0.8

1

ROC curve analysis for the prediction of euploidy
(zp-T qSEA adjusted for maternal age, 
blastocysts’ morphology and t-biopsy) 


