EPAS1 T

>

EPAS1 A

—d

IKBKG_T

RBP) T

>

RBPJ_A

AN

NFKBIA_T

IL13RA1l

NFKBIA_A MV

EGR2. T

MYC_A

TPS;ZK

PTEN_T

TNF_T

MYC T

—Fos

RHOA

LLd A

DLL4 T

JUN T

EGR2_A

MAPK14

WT1

>

> AKTL A
RAF3
IKBKG A 0— FOXO3 T
AKT1 T MAPK1 T
FOX03 A Pppzch\ v
¢ MAPK1 A
LA PPP2CA_A
NFKB1
KT ]
AP2A1 T
AP2A1 A [€
\C
TCN2
RELA T
IRF1
/ i TSC22D3
PDHX FOXO1
|_—
X/ ABL1 ABL1 T
CEBPB_A » INSRT (> INSRA GRB2 o—-
CEBPB_T

O

TMEDLT >

TMED1 A

GAB1 A

GAB1 T




