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# Supporting Information

Table S1: Characteristics of DNA (cytosine-5)-methyltransferase genes of the cotton mealybug
Phenacoccus solenopsis

Gene c¢DNA length Coding region 5°UTR 3UTR aa pl Mw (Da) Accession number
PsDnmtlA 2225 231-2123 230 101 630 5.88 73111 MN696786
PsDnmtlB 2862  >3-2069 >3 392 822 8.25 80030 MN696787

Abbreviation: aa, amino acid; Mw, molecular weight; pl, isoelectric point; UTR, untranslated
region.



Table S2: Homologs of sequences for phylogenetic trees

DNMTs Accession number Species Order
BgDnmt1 PSN43414.1 Blattella germanica Blattodea
CsDnmtl PNF30164.1 Cryptotermes secundus Blattodea
TcDnmtl _isoform2 ASA69506.1 Tribolium castaneum Coleoptera
TcDnmtl_isoform1 XP_008193458.1  Tribolium castaneum Coleoptera
ApDnmtl XP _025835356.1  Agrilus planipennis Coleoptera
OtDnmtl XP_022900238.1  Onthophagus taurus Coleoptera
TcDnmt2 XP_972690.1 Tribolium castaneum Coleoptera
ApDnmt2 XP_018332335.1  Agrilus planipennis Coleoptera
LdDnmt2 XP_023025667.1  Leptinotarsa decemlineat Coleoptera
OtDnmt2 XP_022909983.1  Onthophagus taurus Coleoptera
DmDnmt2 AAF03835.1 Drosophila melanogaster Diptera
NIDnmt1 AHZ08393.1 Nilaparvata lugens Hemiptera
NIDnmtla XP_022199001.1  Nilaparvata lugens Hemiptera
MpDnmt1 XP _022173545.1  Myzus persicae Hemiptera
MsDnmt1 XP _025199418.1  Melanaphis sacchari Hemiptera
PsDnmtl1 A MN696786 Phenacoccus solenopsis Hemiptera
PsDnmt1B MN696787 Phenacoccus solenopsis Hemiptera
NIDnmt2 XP_022192816.1  Nilaparvata lugens Hemiptera
MpDnmt2 XP_022162096.1  Myzus persicae Hemiptera
NIDnmt3 ALA15698.1 Nilaparvata lugens Hemiptera
BtDnmt3b ATN96644.2 Bemisia tabaci Hemiptera
PsDnmt2 PSOL09183 Phenacoccus solenopsis Hemiptera
MsDnmt2 XP_025201508.1  Melanaphis sacchari Hemiptera
BtDnmt3_isoform_ X1 XP _018899088.1  Bemisia tabaci Hemiptera
TCDnmt2 XP_024888713.1  Temnothorax curvispinosus Hyemnoptera
HIDnmtl XP_017792154.1  Habropoda laboriosa Hyemnoptera
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Table S3: Full sequences of DNMT1 genes of cotton mealybug Phenacoccus solenopsis

Gene
name

Full sequences

PsDnmtl A

mRNA sequence:

ACATGGGGTACAACAAGAGGGTTCCAGCTACCAGTTGATTTTATACGTTATATTTTGAAACACATTGCGAATTCCGTTAGTGGCGGTTGCGAATTGTAAATTTGTGAAATGAGTTTGATTTCCACTGTCATCATGGAAT
AATATTTTATTGTTCAGTCAAATTAAAACTAATTCATTTTCGATTTATTCAGACTTTTTTTCCACCTTGGTAACACGGCGTGCAGAATAATATGGATGATGAACGTTTGAGAAACACATTGAATTATGAACGAAGAAAA
CTGAAAGAGCAATTCATACGCGAAAATTTGGAAAGAGTTGAAAATATAAGAAATCCAAATAAACGAAAAATAACCGAAGAACTATCAAACTATGACAAACGATCAAGAACAGACAACTATGATGTTTCAGACGAA
TCTAACGAAAATATACCCCTAAAGAGGAAAAGCAACTTATTCCGAAGTTGTGCGCCAGAGAATTTAAAGGACGAATATCCATATGAAATTGATGATCGGAAAAAAAGGACTTCTATTTGCGATTTTTGTCGTCAATC
GTTGAAGGTAGCCGATGAATCTCGATTTGATAGCAGTGATTTTGTGGCATCTAAAAAAGAAAGTTCCATTTTATTCAACAATAAATTGAATGTTTTTCCCGAAGATGACAAACTAGGAGTAAAATTAACAGCTTTCAG
CGTATACGATGAAGCAGGACATCTGTGCCCATTCGACAATGATTATATTGAAGACGGGGTCGTTTTATACGCTGCTGGTTACGTTAAAGCTATACATAGTGAAAAATCCGATGCAACAGGAGGCGTTCGTATTAGAC
GAATTGGTCCTATTTCAGCATGGTGGATAACTGGTTTCGATGAAGGTGAAGAAGCGGTGTTAGGGATATCAACAGAAATCGCTGATTATTATCTGATGAAAGCGAGCGAAAAATATCAACCTTTTCTGAAAGATATG
CATCAAAAAATGTACTTAGTCAAGATAATAGTTGAATTTTTACAAAAAAGCGAAGAAGGCGAAGCTACATACGAAAATTTACTGTACAAATTGAAGAATACTGTTCCTCCTTCTGGATTTAAATCGCTTTCAGAAGA
AACTTTACTGCCTTACGCCAATTACATTTACGATCTTGTTTTAAGCTACGATTCGTCCGCAGATTCTGCAGAACGATTGCTCGTTAATACACCGTGTATGAAACATTTAGCCAAACTAGCGGGAATTTCCGCTGAAAAA
AGACTCGAGAAAATACGTCGAAAGAAGAAAACGAGTTGGATTAAAAGAAATAACGAAATGTCCAAAGTTGCTACTACAAATCTAGTAGAAAATATTTTTGAATCCTTTTTTTCTGAACAAATGGATAAGAGTTGTAA
CGATTCAATTATGTTGAATGAATGTTTTGTATTGTTACATAAATGTGAGTTCCGCGATGAGAACGAAAATAAAATCGCTGATGAAGAAAATACGAGCAGTGCCACGAGCAAGTTGAAAAATTCTTCATTTCAGACTC
GAGAGTGTTCAGTTGTATTGCCAAGAATTGACGTCGATTCATATTATAAATGCGAGGAAAAATCGCAAATGACTTGTAATCTCGTAAAGCCGTTTTCAATTGTGCTGGAAACGTTGTCTGATGAAATAATCGAAAAAT
ATTCACGCAAAGGCCAGGATGCTGGAAATAATGCAGTATCGAGGAGGAAGAAACGATATATCCGAAACAGCAGTTATTCCAACATCATTGTAAAATGGATTGGAGAACCAATCGCCGTAAAAGGAAATAGAAGTTA
TTATCGATGTGCTGCAATTTCGTCTTTGGAAATTATGGTCAACGATTTCGTTACTGTCAACGATGAAAACCCAAGAACGGATGATCGTATCGGCCGTATCGCTTATATGTGGGAAGAAAATAATAAGCAAAAATTCCA
TATCAACTGGATGATAAAAAGCGTGAAAACAATTCTTGGTGATACTGGAAACCCTAAAGAATTATTCGAAACTTATGACTGTGATAATTTATTCTTGAGTGAGGTAAACGACAGAGTAAAAGTGACGTACCTTCCTA
TACCCAATAAAAATTGGATCACGCTAGATACGACTCAACTTATGGTCGATTTGAAGACATAGCACCGTGTATGAAACATTTAGCCAAACTAGCGGGAATTTCCGCTGAAAAAAGACTCGAGAAAATACGTCGAAAA
AAGAAAAAAAAAAAAAAAAAAAAAAAAA

Protein sequence:

MDDERLRNTLNYERRKLKEQFIRENLERVENIRNPNKRKITEELSNYDKRSRTDNYDVSDESNENIPLKRKSNLFRSCAPENLKDEYPYEIDDRKKRTSICDFCRQSLKVADESRFDSSDFVASKKESSILFNNKLNVFPEDDKLG
VKLTAFSVYDEAGHLCPFDNDYIEDGVVLYAAGYVKAIHSEKSDATGGVRIRRIGPISAWWITGFDEGEEAVLGISTEIADY YLMKASEKY QPFLKDMHQKMYLVKIIVEFLQKSEEGEATYENLLYKLKNTVPPSGFKSLSEE

TLLPYANYIYDLVLSYDSSADSAERLLVNTPCMKHLAKLAGISAEKRLEKIRRKKKTSWIKRNNEMSKVATTNLVENIFESFFSEQMDKSCNDSIMLNECFVLLHK CEFRDENENKIADEENTSSATSKLKNSSFQTRECSVVLP
RIDVDSYYKCEEKSQMTCNLVKPFSIVLETLSDEIEKY SRKGQDAGNNAVSRRKKRYIRNSSY SNIIVKWIGEPIAVKGNRSYYRCAAISSLEIMVNDFVTVNDENPRTDDRIGRIAYMWEENNKQKFHINWMIKSVKTILGDT

GNPKELFETYDCDNLFLSEVNDRVKVTYLPIPNKNWITLDTTQLMVDLKT

PsDnmtIB

mRNA sequence:

ACATGGGCAACGATGAAAACCCAAGAACGGATGATCGTATCGGCCGTATCGCTTATATGTGGGAAGAAAATAATAAGCAAAAATTCCATATCAACTGGATGATAAAAAGCGTGAAAACAATTCTTGGTGATACTGG
AAACCCTAAAGAATTATTCGAAACTTATGACTGTGATAATTTATTCTTGAGTGAGGTAAACGACAGAGTAAAAGTGACGTACCTTCCTATACCCAATAAAAATTGGATCACGCTAGGTAATTTCTTCTTAAATGAATG
GAATAGTTCAGCTAATTCGAAAGATGAAAAATCGTTTTACTTTCAAAAAAGATACGACTCAACTTATGGTCGGTTTGAAGACATAGAAATTGGTATATCTGAAAATAAAAATTTCGATATGTGTCCACGTTGCGAGC
ATATGAAAATGAAGAAGAATTGGGAGAAACCTTGTCTTGTCGAAGAACTCGAATATATTGAAAGCACCGATGAATACTCTTACGGTATGGTACGCTGGAGAGATGAAGAACTGAAAATAGGTAGCTGCGTATTTTTG
AAACCTGGTACACTTTTTCCAATACTGAATAAAAGTTATAACGAAAAGGTCAAGTTGAAAAAATTGGATGAAGATCGCTATCCCGAAATGTATAGAAAACAGATAGATCGCACTAAGTTCGAAGAAGTTGCAGAAC
CATTCAATATCGGTTACATTGTATCGATACATTCAGAAAAAAGGTGTAAATCGGCCTCTGATATATTTTTGACTGTTAAAAAATTTTACCGACCTCAAGATACTCATTTAGACGAGGATACTGTCAAACATCTTGACTT
AAATTTGCTATATTGGAGCGAAGAAGAATCAGTTGTAAGTTTCACGAAAGTAGAAGGAAAATGTTACGTGGCTAATGAAAAGAATTTGAAGTGTTCAACTGATGAGTGGAGTCAACAAGGACCTTATAGATTTTATT
ACAAAAATGCATACGATCATAAAAATAAGTCGTTCAGTCGTGCTCCAACAACAATAACGCGATATTATGAAGATCCTGTTACTCGCAGAAAATCCAATATTATTGAAGAAATAATTGAGGAGAATCCTGTTCTTTGG
CCTACCATATCAAGACCATTACGTTGTTTGGATATTTTCGCTGGTTGCGGAGGATTGACAGAAGGTTTGCATCAAGCGGGAATAGCGGAGTGTCGATGGGCAATTGAAAAAGAGGAAGCCGCAGCTCATTCTTTTCG
ACTGAATTATCCTGAAGCTTCTGTTTTCACCGAAGATTGCAATGAGCTTTTGAAATTTATGATGAATGGTAAATTCAAAAAAAATGGTCAATATTTACCTCAGAAAGGTGAAGTCGAGTTATTGTGCGGTGGCCCTCC
GTGCCAAGGATTCAGTGGGATGAACCGTTTTAACCATCTTCAATACTCTAGTTTCAAGAATTCATTGGTCGTTTCTTTTCTGTCTTACGTCGATTTTTTCCGTCCTCGTTTTGTGATCATGGAAAATGTTAGAAATTTTGT
GCTGTTTAAAAAAAGCATAGTATTGAAACTTACCCTCAGATGTCTAATTAAAATGGGTTATCAGTGTACTTTCGGAATCGTTCAAGCCGGTAATTACGGAGTTCCTCAGAGCAGGCGAAGGGCAATCATTTTAGCGGC
AGCACCCGGCGAAGCTTTGCCGAATTTTCCGGAGCCCATGCACGTTTTTGTTAGTGGGGCAACCACTTTGAATGTTGATGATACAAAATTTATGACCAACACGAAATGGTCATCATCTGCTCCGTTACGGATGCTAAG
CGTTTATGATGCGATTAGTGATTTGCCCGAAATTAAAGCAGGTGATTTGTCACGAATCGAAATACCTCATAAGCACGATCCCAAAACTCACTTCCAAAGACTGATTAGAAAATCCAACAGTGGTGATGTATTGCTCAA
AGATCATGTCTGTAAACCGATGAACCTATTAGTGGAGAAGCGTATTTCCTTCATTCCTCGCGCACCTGGTTCCGATTGGAGAGATTTACCAAACATCGAAGTAAAACTTCGAAACGGAAGCATGATAAAAAAACTAA
TTTATACGCATCACGACATAAAAAGTGGTAAATCAAAACAAGGACGTTTACGTGGAGTTTGTTCTTGTGCTTCTGGTGGAAAATGTAAACCAAAGTACAAACAAAATGATACATTAATTCCATGGTGTCTTCCTCATA
CCGCTAATCGGCATGGTAATTGGTCTGGACTTTATGGACGTATTGAATGGGATAAATTTTTCAGAACAGTTGTTACCCAACCAGAACCAATGGGTAAACAGGGAAAAGTGATACATCCCGAAGAAAATCGTGTGATA
TCTGTTCGAGAAAGTGCGCGTTCCCAAGGTTTTCCGGACAGTTTTCAGTTTTTCGGAAGTATCTCTGATAAATACAGACAAATTGGTAATGCAGTTCCGCCTCCTTTGGCTCTTGCTTTGGGACTGGTCTAAAATCGGC
AGCTTATGCTGAGAAGTGAAAAAAGCTTTTAATATTTGGACGAATTTAGTTTTCTATTTTTTTTTAAATGGTTTTTCTATTATCGTTATGGAATTTGTTTTTTGATGTTTTCATTCATTACATGAGTTGTTGATTTTTTATC
ATTGTATTTTTTTTTTGTTTATTTTTTAAAGTAAATGCCAATAAGGCTTTCAAGTGATGATTTAATATTCATTTCAATTGTAGTGGTCTAATTTCATTTTCAACTTATTATATTTTAACGAAGTAGAATTTTTTCATCTTTC
CCTGCTACTTAATATAAGTTGATGTTTGTTTATTTACTGTGATATAAATAAAATTTGAGTGCGGCTGGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Protein sequence:

MGNDENPRTDDRIGRIAYMWEENNKQKFHINWMIKSVKTILGDTGNPKELFETYDCDNLFLSEVNDRVKVTYLPIPNKNWITLGNFFLNEWNSSANSKDEKSFYFQKRYDSTY GRFEDIEIGISENKNFDMCPRCEHMKMKK
NWEKPCLVEELEYIESTDEYSYGMVRWRDEELKIGSCVFLKPGTLFPILNKSYNEKVKLKKLDEDRYPEMYRKQIDRTKFEEVAEPFNIGYIVSIHSEKRCKSASDIFLTVKKFYRPQDTHLDEDTVKHLDLNLLY WSEEESVVS
FTKVEGKCYVANEKNLKCSTDEWSQQGPYRFYYKNAYDHKNKSFSRAPTTITRYYEDPVTRRKSNIIEEIIEENPVLWPTISRPLRCLDIFAGCGGLTEGLHQAGIAECRWAIEKEEAAAHSFRLNYPEASVFTEDCNELLKFMM
NGKFKKNGQYLPQKGEVELLCGGPPCQGFSGMNRFNHLQYSSFKNSLVVSFLSYVDFFRPRFVIMENVRNFVLFKKSIVLKLTLRCLIKMGY QCTFGIVQAGNYGVPQSRRRAIILAAAPGEALPNFPEPMHVFVSGATTLNVD
DTKFMTNTKWSSSAPLRMLSVYDAISDLPEIKAGDLSRIEIPHKHDPKTHFQRLIRKSNSGDVLLKDHVCKPMNLLVEKRISFIPRAPGSDWRDLPNIEVKLRNGSMIKKLIY THHDIKSGKSKQGRLRGVCSCASGGKCKPKYK
QNDTLIPWCLPHTANRHGNWSGLY GRIEWDKFFRTVVTQPEPMGKQGKVIHPEENRVISVRESARSQGFPDSFQFFGSISDKYRQIGNAVPPPLALALGLV
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Figure S1: The domain architecture of DNA (cytosine-5)-methyltransferase genes from P,
solenopsis and the domain structure analysis was carried out by searching the Pfam database and
then checked with HMMER and SMART.



