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Simple Summary: Insect-borne viruses, such as those of the Flaviviridae family, pose a serious risk
to global health. WNV, a mosquito-borne flavivirus, is transmitted primarily by the Culex mosquito.
Despite the increasing exposure of populations to mosquito-borne flaviviruses and the expanding
range of the vector mosquito, there are limited resources available to prevent or treat flavivirus
infections. Using the model organism Drosophila melanogaster, commonly known as the fruit fly,
we previously found that insulin signaling reduces WNV infection. We translated these finding to
mosquitoes and human cells and showed similar mechanisms of insulin-mediated antiviral activity.
However, insect and mammalian hormones can regulate insulin signaling. Specifically, decretin
hormones suppress insulin secretion, especially during periods of starvation and low glucose intake.
In this study, we show that the insect decretin, Limostatin, and its mammalian ortholog, Neuromedin
U, can promote WNV infection. These results suggest that the inhibition of decretin signaling may be
a novel therapeutic target to control WNV infection.

Abstract: The arbovirus West Nile virus (WNV) is a danger to global health. Spread primarily by
mosquitoes, WNV causes about 2000 cases per year in the United States. The natural mosquito
immune response controls viral replication so that the host survives but can still transmit the virus.
Using the genetically malleable Drosophila melanogaster model, we previously dissected innate immune
pathways used to control WNV infection. Specifically, we showed that insulin/IGF-1 signaling (IIS)
activates a JAK/STAT-mediated immune response that reduces WNV. However, how factors that
regulate IIS in insects control infection has not been identified. D. melanogaster Limostatin (Lst) encodes
a peptide hormone that suppresses insulin secretion. Its mammalian ortholog, Neuromedin U (NMU),
is a peptide that regulates the production and secretion of insulin from pancreatic beta cells. In this
study, we used D. melanogaster and human cell culture models to investigate the roles of these insulin
regulators in immune signaling. We found that D. melanogaster Lst mutants, which have elevated
insulin-like peptide expression, are less susceptible to WNV infection. Increased levels of insulin-like
peptides in these flies result in upregulated JAK/STAT activity, leading to protection from infection.
Treatment of human cells with the insulin regulator NMU results in increased WNV replication.
Further investigation of methods to target Lst in mosquitoes or NMU in mammals can improve vector
control methods and may lead to improved therapeutics for human and animal infection.

Keywords: fruit fly; mosquito; vector; insulin; neuromedin; flavivirus

1. Introduction

The flavivirus WNV poses a global health threat [1] and has been present in the
United States since it first made landfall in New York in 1999 [2]. WNV is spread by
mosquitoes, primarily the mosquito species Culex quinquefasciatus [3]. Climate change
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is altering mosquito habitats, feeding activity, and seasonal patterns [4,5]. This allows
mosquitoes, and the viruses they carry, to move into new areas, spreading those diseases
further [6,7]. Symptoms and progression of WNV vary in humans due to genetic varia-
tion [8,9]. WNV causes symptoms in 20% of cases [10], which can include conditions like
headache, weakness, and rash [11]. Furthermore, 1 in 150 cases may develop the more
severe West Nile neuroinvasive disease, which can feature encephalitis [12], meningitis [3],
neuronal cell death [13], and death.

Drosophila melanogaster is a useful model to study immunity and the control of viral
infection in mosquito vectors like Cx. quinquefasciatus. There is wide genetic diversity
between D. melanogaster and mosquitoes [14], but many components of the immune system
are conserved [15]. The genetic malleability of D. melanogaster provides a tool to study
specific mutations that affect insect immunity. Our lab previously used the Kunjin virus
strain of WNV (WNV-Kun) to perform a genetic screen in D. melanogaster [16] due to its
similarity to the 1999 New York strain [17] and the virulent Linage 1a strain [18–20]. We
found that variants in the Insulin receptor (InR) gene rendered flies more susceptible to
WNV-Kun.

Various signaling pathways have an impact on viral infections in D. melanogaster [21–23].
D. melanogaster and mosquitoes utilize similar antiviral response pathways, specifically
RNAi and JAK/STAT, as primary means of protection against viral infection [15,24]. RNAi
machinery degrades detected cytosolic viral nucleic acids. JAK/STAT induces antivi-
ral cytokines to act upon viral-stimulated ligands. Insulin/insulin-like growth factor 1
(IIS) and MAPK/ERK pathways are also antiviral during infection in insects [16,25]. The
insulin/IGF-1 signaling (IIS) pathway stimulates the activation of the JAK/STAT antiviral
pathway [16], so the role of proteins that control IIS-mediated immunity in insects should
be examined.

Decretins are hormones that suppress insulin production and secretion under starva-
tion conditions [26]. Decretins exist in insects and mammals [26]. Hormonal systems for
metabolic regulation, including insulin signaling, are largely conserved in mammals [27].
D. melanogaster limostatin (Lst) encodes a peptide hormone decretin, Lst, that suppresses
insulin secretion [28]. A conserved 15-residue Lst polypeptide is produced in glucose-
sensing enteroendocrine gut-associated cells. Lst production is suppressed by carbohydrate
feeding. Limostatin deficiency leads to hyperinsulinemia, hypoglycemia, and excess fat
storage [26]. Glucose-stimulated insulin secretion is regulated by different metabolic states
due to feeding behavior. Circulating insulin is elevated during times of feeding, leading to
increased nutrient storage. In starvation or low-nutrient conditions, insulin is decreased
to signal nutrient mobilization [29]. Gut-associated hormones play a role in regulating
insulin secretion in response to carbohydrate intake. D. melanogaster insulin-like peptides
(ilps) produced in neuroendocrine cells regulate nutrient storage in the fly in response to
elevated circulating glucose after food intake [26].

The mammalian ortholog of Lst is Neuromedin U (NMU). CG9918 encodes the D.
melanogaster Lst receptor, and its mammalian ortholog is the NMU receptor (NMUR).
Knockdown of CG9918 in insulin-producing cells (IPCs) decreases insulin secretion. This
Lst receptor was identified as a G-coupled protein receptor (GPCR) in IPCs [26]. The
GPCR NMUR1 is present in mammalian pancreatic beta cells [30], where stimulation by
NMU leads to decreased insulin secretion [31,32]. Since our lab previously described
the mechanism of insulin-mediated immune signaling during WNV infection, we next
sought to investigate the role of the insulin regulators Lst and NMU in immunity to WNV
infection. In this study, we show that Lst mutant D. melanogaster shows elevated expression
of insulin-like peptides (ilps) and elevated expression of genes within the JAK/STAT pathway
during infection. These mutants are less susceptible to WNV-Kun infection. Normal
human fibroblasts expressing NMU receptor 1 (NMUR1) and treated with NMU-25 peptide
show higher viral titer following infection than control cells. This research indicates
that suppressors of insulin secretion have a direct impact on susceptibility to WNV-Kun
infection. Understanding these immune pathways and factors of susceptibility will have
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a direct impact on improving therapeutics for diabetic individuals and patients with
hypoglycemic symptoms.

2. Methods
2.1. Cell Culture and Virus Production

Normal human fibroblast 1 (NHF1, courtesy of Dr. John Wyrick) and Baby Hamster
Kidney 21 (BHK21, ATCC) cells were cultured at 37 ◦C/5% CO2 in DMEM (ThermoFisher
11965-1118, Bothell, WA, USA) with 10% Fetal Bovine serum (Atlas EF-0500-A, Fort Collins,
CO, USA) and 1× antibiotic–antimycotic (ThermoFisher 15240-062, Bothell, WA, USA).
Cells were passaged every 3 days. West Nile virus–Kunjin (strain MRM16) was provided by
R. Tesh, grown in Vero cells (ATCC), and purified through ultracentrifugation. WNV-Kun
can be used in arthropod containment level 2 (ACL2) facilities [33,34]. All experiments
with a specific virus type utilized the same stock.

2.2. Fly Mortality Study

First, 2–5-day-old female D. melanogaster were anesthetized with CO2 and injected
intrathoracically with 23 nl of WNV-Kun at a dose of 200 PFU/fly. Mock infection was
performed using PBS injection. For each independent experiment, 40 flies of each geno-
type, y1w1 (Bloomington Drosophila Stock Center (BDSC) #1495) and y1w*; Mi{y+mDint2 =
MIC}LstMI06290 (BDSC #60793), were infected with WNV-Kun or mock infected and kept on
vials with standard cornmeal food (Genesee Scientific, Morrisville, NC, USA). Surviving
flies were counted every 24 h for 30 days. Vials were changed every three days. Hazard
ratios were calculated in the Survival Curve analysis program in Graphpad Prism ver. 9. A
hazard ratio is an index of effect size and compares the rates of mortality over time between
two survival curves [35]. Survival curves represent data from three replicate experiments
combined together.

2.3. Virus Replication Assay

Virus replication in flies was measured using a standard plaque assay on BHK21 cells.
First, 2–5-day-old female flies were infected with 23 nL of WNV-Kun at a dose of 2000
PFU/fly. Flies were kept on vials with standard cornmeal food, and vials were changed
every three days. At 1, 5, and 10 days post-infection, three sets of five flies were collected
from each genotype. Flies were homogenized in Phosphate-Buffered Saline (PBS) before
virus titration. The homogenate was serially diluted in DMEM with 2% FBS and plated
on a 12-well plate of BHK21 cells at 1.5 × 105 cells/well. Plates were incubated for 2 h
at 37 ◦C/5% CO2 and rocked every 15 min. Wells were overlayed with 4% low-melting-
point agarose (Invitrogen 16520050, Waltham, MA, USA) for a final concentration of 0.75%
agarose and 4% FBS in DMEM. Plates were incubated for four days at 37 ◦C/5% CO2 before
visualization with 0.1% crystal violet (Fisher 548-62-9, Hampton, NH, USA).

2.4. Quantitative Reverse Transcriptase PCR

qRT-PCR was conducted to measure target mRNA expression levels in D. melanogaster
or NHF1 cells. Groups of five flies per sample or 2 × 105 NHF1 cells in a 12-well plate were
lysed in Trizol reagent (ThermoFisher 15-596-026, Bothell, WA, USA). RNA was extracted
using the Direct-Zol RNA Miniprep kit. DNA was removed with DNase I (Invitrogen
18068-015) and cDNA was prepared using the iScript cDNA Synthesis kit (Bio-Rad 170-8891,
Hercules, CA, USA). Expressions of ilp-2, ilp-3, ilp-5, and ilp-7 were measured using SYBR
Green reagents (Fisher K0222, Hampton, NH, USA) and normalized to rp49. Flies infected
with WNV-Kun in the manner described above were used to measure the expression of
vir-1 and upd-3, normalized to rp49 expression. The PCR reaction included one cycle of
denaturation at 95 ◦C for 10 min, followed by 50 cycles of denaturation at 95 ◦C for 15 s and
extension at 60 ◦C for 1 min, using an Applied Biosystems 7500 Fast Real Time PCR System.
ROX was used as an internal control. All primer sequences were previously published as
follows: ilp-2, ilp-3, ilp-5 [36]; ilp-7 [37]; vir-1 [38]; upd-3 [16]; rp49 [39].
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2.5. Preparation of pcDNA3.1;NMUR1 Plasmid

pcDNA3.1;NMUR1 plasmid was a generous donation from the lab of Dr. Ching-Wei
Luo. Plasmid was cloned through transfection into chemically competent E. coli cells and
extracted for experimental use using the GeneJET plasmid miniprep kit (Fisher K0503,
Hampton, NH, USA)

2.6. Transfection of Plasmids into Cells

pcDNA3.1;NMUR1 plasmid was transfected into NHF1 cells in a 12-well plate using a
concentration of 1 µg of DNA in each well. Transfection was conducted by combining 2.5
µL of lipofectamine (ThermoFisher, 11668019, Bothell, WA, USA) and 125 µL of Optimem
(ThermoFisher 31985062, Bothell, WA, USA) in a microcentrifuge tube and 1 µg DNA and
125 µL of Optimem in a separate tube and incubating at room temperature for 5 minutes
before mixing and incubating for 20 min. pcDNA3.1+ vector was transfected into cells as
an empty vector control.

2.7. Western Blot

Protein extracts were prepared by lysing adult flies or cells in RIPA buffer (25 mM of
Tris-HCl (pH 7.6), 150 mM of NaCl, 1 mM of EDTA, 1% NP-40, 1% sodium deoxycholate,
0.1% SDS, 1 mM of Na3VO4, 1 mM of NaF, 0.1 mM of PMSF, 10 µM of aprotinin, 5 µg/mL of
leupeptin, 1 µg/mL of pepstatin A, and 10 nM of DTT). Protein samples were diluted using
2x Laemmli loading buffer (Eco-tech LSB10x), mixed, and boiled for 5 min at 95 ◦C. Samples
were analyzed through SDS/PAGE using a 10% acrylamide gel, followed by transfer onto
a PVDF membrane (Sigma-Aldrich MABF213, St. Louis, MO, USA). Membranes were
blocked with 5% non-fat dry milk (NFDM) in Tris-buffered saline (50 mM of Tris-HCl
pH 7.5, 150 mM of NaCl) and 0.1% Tween-20 for 1 h at room temperature. NHF1 cells
transfected with pcDNA3.1;NMUR1 or empty vector were lysed at 24, 48, and 72 h post-
transfection in RIPA and immunoprecipitated with an antibody recognizing FLAG or actin
in 5% NFDM in Tris-buffered saline and 0.1% Tween-20 at 4 ◦C overnight. Primary antibody
labeling was performed with anti-Akt (1:2000) (Cell Signaling, 4691), anti-phospho-Akt
(1:1000) (Cell Signaling, 4060), anti-FLAG (1:1000) (Sigma-Aldrich, F1804), or anti-actin
(1:10,000) (Sigma-Aldrich, A5441) antibodies. Secondary antibody labeling was performed
with anti-mouse or -rabbit IgG HRP conjugate antibody (1:10,000) (Promega W4021, W4011,
Madison, WI, USA) by incubating membranes for 2 h in 1% NFDM in Tris-buffered saline
and 0.1% Tween-20 at 4 ◦C.

2.8. Infection of NMUR1-Expressing Cells

NFH1 cells were cultured at a concentration of 2.0 × 105 cells/well in a 12-well plate
and transfected with either pcDNA3.1;NMUR1 or empty vector plasmid. Six hours later,
three biological replicates were supplemented with 100 nM of NMU-25 peptide (Aapptec
P002126, Louisville, KY, USA). Then, 24 h later, cells were infected at a dose of 0.01 MOI
PFU/cell with WNV-Kun. At 72 h post-infection, cell culture supernatant was collected for
use on a viral plaque assay.

2.9. Quantification and Statistical Analyses

Results shown are representative of at least three independent experiments. Data
points in dot plots represent a biological replicate of a pool of five flies (Figures 1, 3, and
4) or an individual well of cells (Figure 5). Statistical analyses were completed using
GraphPad Prism. Two-tailed unpaired t-tests assuming unequal variance were utilized to
compare normally distributed pairwise quantitative data. One-way analysis of variance
with Tukey’s correction for multiple comparisons was used to compare multivariate data.
Statistical tests were performed for each independent experiment to verify the robustness
of the results. All error bars represent the standard error of the mean. Survival curves
(Figure 2) represent three replicate experiments per condition pooled together and analyzed
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using the log-rank (Mantel-Cox) test using GraphPad Prism to determine p values between
infected genotypes.

3. Results
3.1. Hyperinsulinemic D. melanogaster Models Are Less Susceptible to WNV Infection

Lst suppresses the release of ilps from insulin-producing cells, and mutation of lst
causes increased expression of ilps [26]. Our lab has previously described how ilp signaling
mediates the JAK-STAT innate immune response to WNV. We sought to determine if
mutation of Lst would cause a hyperinsulinemic phenotype. D. melanogaster encodes for
8 ilps [40]. D. melanogaster ilp7 is the most conserved to a mosquito ilp [41–43], while
D. melanogaster ilps 1–5 are most conserved to human and mouse insulin peptides [44].
Lst normally suppresses ilp production and secretion [26]. The LstMI06290 mutant fly line
contains a mutation through the insertion of a transposable element to the Lst gene [45]. We
measured the expression of insulin-like peptides in uninfected LstMI06290 and y1w1 flies and
show that ilp-2, ilp-3, ilp-5, and ilp-7 are significantly upregulated in the LstMI06290 mutant
fly line (Figure 1A–D). The LstMI06290 mutant fly line expresses ilps at higher levels than
control flies. Because insulin signaling in flies results in increased Akt phosphorylation [16],
and an increase in ilp gene levels does not necessarily correlate with protein levels [46],
we next examined if LstMI06290 mutant flies showed increased insulin signaling via Akt
activation. Indeed, immunoblotting confirms that LstMI06290 mutant flies exhibit increased
Akt phosphorylation compared to control flies (Figure 1E). Together, these results support
the use of the LstMI06290 fly line to model hyperinsulinemia, as the LstMI06290 flies display
phenotypes similar to that described in Alfa et al [26]. We can then use this model to test
how hyperinsulinemia affects WNV infection.

We next examined the rate of mortality to WNV-Kun infection in the hyperinsulinemic
LstMI06290 mutant fly compared to y1w1 control flies. Over a 30-day period following
WNV-Kun infection via intrathoracic injection, LstMI06290 flies succumbed to infection at
a significantly slower rate than control flies (Figure 2A). Comparison of survival was
determined using a hazard ratio. A hazard ratio compares the rates of mortality over time
between two survival curves, and it is an index of effect size [35]. Both the LstMI06290 line
and y1w1 lines showed higher rates of mortality during infection with WNV-Kun than
during a mock infection. The y1w1 line exhibits a 2.613 hazard ratio when comparing
infection with WNV-Kun to mock infection (Figure 2B), while the LstMI06290 line exhibits a
2.362 hazard ratio when infected with WNV-Kun compared to mock infection (Figure 2C).
This indicates higher survivability of the LstMI06290 line to WNV-Kun compared to mock
infection. When comparing WNV-Kun infection of the LstMI06290 mutant line to the y1w1

control, there is a 0.4021 hazard ratio, indicating the LstMI06290 line died at a slower rate
than the control (Figure 2A). The results from each independent experiment that were
combined for presentation in Figure 2 are presented in Table 1. In summary, the loss of
the insulin-regulating Lst peptide led to lower mortality following WNV-Kun infection in
hyperinsulinemic flies.
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Figure 1. LstMI06290 mutant D. melanogaster are hyperinsulinemic and exhibit increased Akt phos-
phorylation. Ilp expression and Akt phosphorylation were measured in adult (2–5-day-old) female
flies (N = 5 flies per biological replicate). Gene expression was normalized to expression of the
housekeeping gene rp49. (A) ilp2, (B) ilp3, (C) ilp5, and (D) ilp7 expression in adult LstMI06290 flies
compared to controls (y1w1). (E) Fly lysates were subjected to western blot for phospho-Akt, total
Akt, and actin. Original gels are provided as Supplementary Figure S1. Results are representative of
three independent experiments. * p < 0.05 (unpaired t-test).
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Figure 2. LstMI06290 mutant flies are less susceptible to WNV infection. Adult (2–5-day-old, N = 40 flies
per experiment) LstMI06290 mutant and y1w1 control flies were mock-infected or infected with WNV, and
survival was monitored for 30 days. (A) Survival of WNV-infected flies of LstMI06290 and control genotypes.
(B) Survival of control fly genotype y1w1 infected with PBS mock or WNV. (C) Survival of LstMI06290 flies
infected with PBS mock or WNV. Each survival curve represents three independent experiments (Table 1)
that were combined for a final survival curve and statistical analyses.

Table 1. Statistics of individual infection trials.

Experiment # Hazard Ratio (LstMI06290/y1w1) p-Value

1 0.3181 0.0002
2 0.1297 <0.0001
3 0.3570 0.0026

Because control flies exhibited increased susceptibility to WNV infection compared
to LstMI06290 mutant flies, we next examined if WNV replication was correlated to this
difference in mortality. Following infection with WNV-Kun, y1w1 and LstMI06290 mutant
flies were collected for use on a standard plaque assay using BHK21 cells. LstMI06290 flies
showed significantly less viral replication at 5 and 10 days post-infection than the control
flies (Figure 3).
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flies (N = 5 flies per biological replicate) were mock-infected or infected with WNV (2000 PFU/fly) for 1, 5,
and 10 days. Viral titer was determined via plaque assay. Results are representative of three independent
experiments. * p < 0.0001 (one-way ANOVA).



Insects 2024, 15, 446 8 of 14

3.2. JAK/STAT Expression Is Upregulated in Lst Mutant D. melanogaster

In D. melanogaster, the RNAi and JAK/STAT pathways are involved in the response
to various viruses, including WNV [47,48]. The RNAi and JAK/STAT pathways are also
used in response to WNV [49] in the mosquito species A. aegypti [50] and C. quinque-
fasciatus [51,52]. Insulin-mediated immunity is also involved in the response to WNV
infection in D. melanogaster [16]. This pathway is activated through the binding of ilps to
the insulin receptor (InR). The InR is expressed in the midgut of both D. melanogaster and
mosquitoes [53–55]. The IIS pathway impacts both the RNAi and JAK/STAT pathways.
Following the phosphorylation of Akt, the transcription factor FoxO is localized outside of
the nucleus, decreasing the production of Dicer-2 and Argonaute-2, proteins used in the
RNAi complex [56]. The activation of Akt also results in the phosphorylation cascade of
the MAPK/ERK pathway, which produces upd2 and upd3 [16], the proteins that activate
the antiviral JAK/STAT pathway. Activation of the JAK/STAT antiviral pathway leads to
the expression of antiviral effectors, including vir-1 and TotM [16,57].

To determine if the JAK/STAT pathway and its downstream cytokines were more
highly activated in Lst mutants, expressions of the genes upd-3 and vir-1 were measured in
mock- or WNV-infected LstMI06290 mutant and y1w1 control flies. Expression of upd-1 and
vir-1 was significantly higher in infected LstMI06290 mutant flies compared to mock-infected
and control flies (Figure 4). Interestingly, we did not observe induction of upd-3 or vir-1
during WNV infection in control flies. This may be due to the low dose of infection or the
timing of sample collection. Additionally, WNV infection alone did not induce upd-3 or vir-
1 in Drosophila S2 cells [16]. Nevertheless, these results indicate that the hyperinsulinemic
LstMI06290 mutant fly shows upregulation of the JAK/STAT immune signaling pathway
during WNV infection.
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Figure 4. Expression of vir-1 and upd-3 genes is upregulated in WNV-infected LstMI06290 flies. Adult
(2–5-day-old) female LstMI06290 flies and control flies (N = 5 flies per biological replicate) were mock-
infected or infected with WNV. Five days post-infection, flies were collected to measure expression of
(A) vir-1 and (B) upd-3 using qRT-PCR. Vir-1 and upd-3 expression was normalized to rp49 expression.
Results are representative of four independent experiments. * p < 0.05 (one-way ANOVA).

3.3. The Human Ortholog of Lst Promotes WNV Infection in Human Fibroblasts

The human ortholog for limostatin is Neuromedin U, a peptide involved in feeding
behavior, insulin regulation, and promoting the expression of inflammatory cytokines in
adaptive immune cells [58]. The expression of NMUR1 (NMU receptor 1) in HEK-293T
cells has been used to demonstrate that NMU signaling suppresses proliferation of SKOV-3
ovarian cancer cells [59]. In our experiments, we used the NHF1 cell line, as fibroblasts are
infected when a WNV-infected mosquito takes a human bloodmeal [60], and these cells
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express IGF-1 receptor (IGF-1R) and secrete IGF-1 [61,62]. To model the regulation of WNV
infection by NMU in NHF1 cells, we first expressed NMUR1 in NHF1 cells (Figure 5A).
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Figure 5. Normal human fibroblasts with an active NMUR1 pathway are more susceptible to WNV
infection. NHF1 cells (N = 3 wells of cells) were transfected with an NMUR1-expressing plasmid or an
empty vector control and treated with either 0 nM or 100 nM of NMU-25 peptide 6 h post-transfection.
Then, 24 h later, cells were infected with WNV-Kun (MOI 0.01 PFU/cell). At 72 h post-infection,
cells were lysed, and cell culture supernatant was collected. (A) Cell lysate was subjected to western
blot for FLAG-tagged NMUR1 and actin. Original gels are provided as supplementary figures.
(B) Supernatant used in a standard plaque assay to measure viral titer. Results are representative of
three independent experiments. * p < 0.0001 (one-way ANOVA).

NHF1 cells expressing NMUR1 were treated with NMU-25 peptide to activate NMUR1.
These cells were then infected with WNV-Kun, and cell culture supernatant was used for a
standard plaque assay with BHK21 cells to measure viral titer. NFH1 cells expressing an
active NMUR1 pathway and treated with 100 nM of NMU-25 peptide showed a significantly
higher viral titer three days post-infection compared to cells transfected with the empty
vector control plasmid or NMUR1-expressing cells not treated with NMU-25 peptide
(Figure 5B). Thus, like flies expressing Lst compared to mutant flies, human cells expressing
the NMU pathway and treated with the insulin regulator NMU exhibited increased WNV
replication.

In summary, insulin plays a key role in the immune response to WNV through the
activation of the anti-viral JAK/STAT pathway [16]. We have shown that flies that are
hyperinsulinemic due to a mutation in the decretin hormone-producing gene Lst are less
susceptible to infection and show upregulation of the JAK/STAT pathway during infection.
When the insulin-secretion-suppressing human ortholog of Lst, NMU, is supplemented
to human fibroblasts expressing NMUR1, the cells show a higher viral titer after infection.
These results indicate insulin-suppressing hormones to be important in the innate immune
response to WNV infection in insect and mammalian models.

4. Discussion

Insulin-mediated immune signaling is important in D. melanogaster, the mosquito,
and the human cell response to WNV. Insulin has been implicated in insect immune
signaling [63]. For example, fly mutants of the InR substrate chico have increased resistance
to bacterial infection [64]. Thor, a gene involved in D. melanogaster host immune defense [65],
is upregulated two-fold in infected chico mutants due to activation by higher FoxO activity
induced by decreased insulin signaling [66]. FoxO is a transcription factor in the RNAi
antiviral signaling cascade that is downregulated in the presence of insulin [16] and is also
known to induce antimicrobial peptide genes in the fly fat body [66]. In the D. melanogaster
antiviral response, insulin feeding activates the MAPK/ERK to restrict viral infection [25].
Insulin priming activates the JAK/STAT antiviral pathway in D. melanogaster and mosquito
cells [26]. Feeding insulin to mosquitoes suppresses the RNAi pathway and activates the
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JAK/STAT antiviral pathway to suppress replication of another flavivirus, Zika virus [67].
Here, we demonstrate that D. melanogaster with a mutation in the insulin suppression gene
Lst is hyperinsulinemic and shows upregulated expression of genes within the antiviral
JAK/STAT pathway during infection. It is likely that upregulated ilps in the LstMI06290

mutant fly leads to stimulation of the IIS/IGF signaling pathway, resulting in upregulated
expression of the JAK/STAT immune signaling pathway. It is possible that the upregulation
of this antiviral pathway due to the loss of the insulin-regulator Lst contributes to decreased
susceptibility to infection in LstMI06290 mutant flies.

InR and IGF1-R signaling modulates downstream immune cell processes in human innate
immune cells. InR and IGF1-R are expressed in monocytes and macrophages [68,69]. Insulin
treatment of in vitro human monocytes induces the production of pro-inflammatory cytokines
IL-6 and TNFα [70]. Regulation of insulin signaling may influence these InR/IGF1R-dependent
innate immune responses. Lst is a putative ortholog for the human-insulin-secretion-suppressing
peptide NMU. NMU is known to have a role in the adaptive immune response in human cells.
NMU signals a cascade activating MAK1/2, ERK1/2, and P13K genes within pro-inflammatory
pathways in adaptive immune cells [58]. NMUR is present in T cells, natural killer cells,
and eosinophils. Activation of the NMU pathway via NMUR1 induces the release of pro-
inflammatory interleukins [31]. This inflammatory response is known to be antiviral. NMUR1
is upregulated in G2 innate lymphoid cells, and NMU is upregulated during Acute Respiratory
Syncytial virus infection, activating the release of antiviral interleukins IL-33 and IL-25 [71]. It is
known that another neuromedin peptide, Neuromedin B (NMB), is a component in the innate
immune response to Influenza A viruses in mammalian in vitro and in vivo models. A549
cells lacking the NMB receptor were more susceptible to H1N1/PR8 infection [72]. Our study
implicates a role of NMU in the innate immune response. Human fibroblasts with an active
NMU pathway were more susceptible to WNV-Kun infection. It is likely that suppression of
insulin secretion during WNV infection in human cell culture prevented activation of JAK/STAT
innate antiviral immune pathways, leading to a weakened response to infection.

Mosquito orthologs for Lst have been identified in Ae. aegypti and An. gambiae [73].
The investigation of mosquito Lst in a future study could determine if a mosquito decretin
hormone would activate higher ilp expression to suppress viral infection through increased
activation of antiviral pathways. In human innate immunity, it is possible that disruption
of the NMU pathway would lead to protection from WNV infection in pancreatic β-cells
and other cell types, as well as other mammalian models. A known antagonist of NMU
signaling has been identified [74]. However, disruption of NMU activity may have adverse
side effects. NMU knockout mice show hedonic eating, preference for high-fat diets, and
increased levels of obesity [31]. The role of NMU as pro-viral during WNV infection and
in mammalian immunity should be studied further, specifically how it signals during
virus infection and acts a suppressor of insulin secretion and the insulin-mediated antiviral
response. Examining the roles of insulin during WNV infection will have a direct impact
on improving therapeutics for infected individuals. Taken together, the work presented
here uncovers immune signaling nodes that could be targeted to reduce overall viral load
in vectors, thereby preventing transmission between mosquito and human populations.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/insects15060446/s1, Figure S1: Original uncropped western blot
images for Figures 1 and 5.

Author Contributions: Conceptualization, E.B.M., C.E.T., and A.G.G.; methodology, E.B.M., M.L.,
and C.E.T.; formal analysis, E.B.M. and C.E.T.; investigation, E.B.M., M.L., and C.E.T.; resources,
A.G.G.; data curation, E.B.M.; writing—original draft preparation, E.B.M.; writing—review and
editing, A.G.G.; visualization, E.B.M.; supervision, A.G.G.; project administration, A.G.G.; funding
acquisition, A.G.G. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by the College of Veterinary Medicine Stanley L. Adler Research
Fund, Washington State University.

https://www.mdpi.com/article/10.3390/insects15060446/s1
https://www.mdpi.com/article/10.3390/insects15060446/s1


Insects 2024, 15, 446 11 of 14

Data Availability Statement: The raw data supporting the conclusions of this article will be made
available by the authors upon request.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Orba, Y.; Hang’ombe, B.M.; Mweene, A.S.; Wada, Y.; Anindita, P.D.; Phongphaew, W.; Qiu, Y.; Kajihara, M.; Mori-Kajihara, A.; Eto,

Y.; et al. First Isolation of West Nile Virus in Zambia from Mosquitoes. Transbound. Emerg. Dis. 2018, 65, 933–938. [CrossRef]
2. Nash, D.; Mostashari, F.; Fine, A.; Miller, J.; O’leary, D.; Murray, K.; Huang, A.; Rosenberg, A.; Greenberg, A.; Sherman, M.; et al.

The outbreak of West Nile virus infection in the New York City are in 1999. N. Engl. J. Med. 2001, 24, 344. [CrossRef] [PubMed]
3. Petersen, L.R.; Brault, A.C.; Nasci, R.S. West Nile Virus: Review of the Literature. JAMA 2013, 310, 308. [CrossRef]
4. Muttis, E.; Balsalobre, A.; Chuchuy, A.; Mangudo, C.; Ciota, A.T.; Kramer, L.D.; Micieli, M.V. Factors Related to Aedes Aegypti

(Diptera: Culicidae) Populations and Temperature Determine Differences on Life-History Traits with Regional Implications in
Disease Transmission. J. Med. Entomol. 2018, 55, 1105–1112. [CrossRef]

5. Hagan, R.W.; Didion, E.M.; Rosselot, A.E.; Holmes, C.J.; Siler, S.C.; Rosendale, A.J.; Hendershot, J.M.; Elliot, K.S.; Jennings, E.C.;
Nine, G.A.; et al. Dehydration Prompts Increased Activity and Blood Feeding by Mosquitoes. Sci. Rep. 2018, 8, 6804. [CrossRef]

6. Cucunawangsih, N.; Lugito, N.P.H. Trends of Dengue Disease Epidemiology. Virol. Res. Treat. 2017, 8, 1178122X1769583.
[CrossRef] [PubMed]

7. Deseda, C.C. Epidemiology of Zika. Curr. Opin. Pediatr. 2017, 29, 97–101. [CrossRef]
8. Bigham, A.W.; Buckingham, K.J.; Husain, S.; Emond, M.J.; Bofferding, K.M.; Gildersleeve, H.; Rutherford, A.; Astakhova, N.M.;

Perelygin, A.A.; Busch, M.P.; et al. Host Genetic Risk Factors for West Nile Virus Infection and Disease Progression. PLoS ONE
2011, 6, e24745. [CrossRef] [PubMed]

9. Rios, J.J.; Fleming, J.G.; Bryant, U.K.; Carter, C.N.; Huber, J.C., Jr.; Long, M.T.; Spencer, T.E.; Adelson, D.L. OAS1 Polymorphisms
Are Associated with Susceptibility to West Nile Encephalitis in Horses. PLoS ONE 2010, 5, e10537. [CrossRef]

10. Hadler, J.L.; Patel, D.; Bradley, K.; Hughes, J.M.; Blackmore, C.; Etkind, P.; Kan, L.; Getchell, J.; Blumenstock, J.; Engel, J. National
Capacity for Surveillance, Prevention, and Control of West Nile Virus and Other Arbovirus Infections—United States, 2004 and
2012. MMWR. Morb. Mortal. Wkly. Rep. 2014, 63, 281–284.

11. West Nile Virus | WHO. 2017. Available online: https://www.who.int/news-room/factsheets/detail/west-nile-virus (accessed
on 12 August 2021).

12. Chambers, T.J.; Diamond, M.S. Pathogenesis of Flavivirus Encephalitis. In Advances in Virus Research; Elsevier: Amsterdam, The
Netherlands, 2003; Volume 60, pp. 273–342. [CrossRef]

13. Eldadah, A.H.; Nathanson, N.E.A.L. Pathogenesis of west nile virus encephalitis in mice and rats: II. virus multiplication,
evolution of immunofluorescence, and development of histological lesions in the brain. Am. J. Epidemiol. 1967, 86, 776–790.
[CrossRef] [PubMed]

14. Arensburger, P.; Megy, K.; Waterhouse, R.M.; Abrudan, J.; Amedeo, P.; Antelo, B.; Bartholomay, L.; Bidwell, S.; Caler, E.; Camara,
F.; et al. Sequencing of Culex quinquefasciatus Establishes a Platform for Mosquito Comparative Genomics. Science 2010, 330, 86–88.
[CrossRef] [PubMed]

15. Saleh, M.C.; Tassetto, M.; Van Rij, R.P.; Goic, B.; Gausson, V.; Berry, B.; Jacquier, C.; Antoniewski, C.; Andino, R. Antiviral
Immunity in Drosophila Requires Systemic RNA Interference Spread. Nature 2009, 458, 346–350. [CrossRef] [PubMed]

16. Ahlers, L.R.; Trammell, C.E.; Carrell, G.F.; Mackinnon, S.; Torrevillas, B.K.; Chow, C.Y.; Luckhart, S.; Goodman, A.G. Insulin
potentiates JAK/STAT signaling to broadly inhibit flavivirus replication in insect vectors. Cell Rep. 2019, 7, 1946–1960. [CrossRef]
[PubMed]

17. Lanciotti, R.S.; Ebel, G.D.; Deubel, V.; Kerst, A.J.; Murri, S.; Meyer, R.; Bowen, M.; McKinney, N.; Morrill, W.E.; Crabtree, M.B.;
et al. Complete Genome Sequences and Phylogenetic Analysis of West Nile Virus Strains Isolated from the United States, Europe,
and the Middle East. Virology 2002, 298, 96–105. [CrossRef] [PubMed]

18. Scherret, J.H.; Poidinger, M.; Mackenzie, J.S.; Broom, A.K.; Deubel, V.; Lipkin, W.I.; Briese, T.; Gould, E.A.; Hall, R.A. The
Relationships between West Nile and Kunjin Viruses. Emerg. Infect. Dis. 2001, 7, 697–705. [CrossRef]

19. Hall, R.A.; Scherret, J.H.; Mackenzie, J.S. Kunjin Virus: An Australian Variant of West Nile? Ann. N. Y. Acad. Sci. 2001, 951,
153–160. [CrossRef] [PubMed]

20. Frost, M.J.; Zhang, J.; Edmonds, J.H.; Prow, N.A.; Gu, X.; Davis, R.; Hornitzky, C.; Arzey, K.E.; Finlaison, D.; Hick, P.; et al.
Characterization of Virulent West Nile Virus Kunjin Strain, Australia, 2011. Emerg. Infect. Dis. 2012, 18, 792. [CrossRef] [PubMed]

21. Galiana-Arnoux, D.; Dostert, C.; Schneemann, A.; Hoffmann, J.A.; Imler, J.L. Essential Function In Vivo for Dicer-2 in Host
Defense against RNA Viruses in Drosophila. Nat. Immunol. 2006, 7, 590–597. [CrossRef]

22. Burdette, D.L.; Monroe, K.M.; Sotelo-Troha, K.; Iwig, J.S.; Eckert, B.; Hyodo, M.; Hayakawa, Y.; Vance, R.E. STING Is a Direct
Innate Immune Sensor of Cyclic Di-GMP. Nature 2011, 478, 515–518. [CrossRef]

23. Dostert, C.; Jouanguy, E.; Irving, P.; Troxler, L.; Galiana-Arnoux, D.; Hetru, C.; Hoffmann, J.A.; Imler, J.L. The Jak-STAT Signaling
Pathway Is Required but Not Sufficient for the Antiviral Response of Drosophila. Nat. Immunol. 2005, 6, 946–953. [CrossRef]
[PubMed]

https://doi.org/10.1111/tbed.12888
https://doi.org/10.1056/NEJM200106143442401
https://www.ncbi.nlm.nih.gov/pubmed/11407341
https://doi.org/10.1001/jama.2013.8042
https://doi.org/10.1093/jme/tjy057
https://doi.org/10.1038/s41598-018-24893-z
https://doi.org/10.1177/1178122X17695836
https://www.ncbi.nlm.nih.gov/pubmed/28579763
https://doi.org/10.1097/MOP.0000000000000442
https://doi.org/10.1371/journal.pone.0024745
https://www.ncbi.nlm.nih.gov/pubmed/21935451
https://doi.org/10.1371/journal.pone.0010537
https://www.who.int/news-room/factsheets/detail/west-nile-virus
https://doi.org/10.1016/S0065-3527(03)60008-4
https://doi.org/10.1093/oxfordjournals.aje.a120786
https://www.ncbi.nlm.nih.gov/pubmed/4866286
https://doi.org/10.1126/science.1191864
https://www.ncbi.nlm.nih.gov/pubmed/20929810
https://doi.org/10.1038/nature07712
https://www.ncbi.nlm.nih.gov/pubmed/19204732
https://doi.org/10.1016/j.celrep.2019.10.029
https://www.ncbi.nlm.nih.gov/pubmed/31722209
https://doi.org/10.1006/viro.2002.1449
https://www.ncbi.nlm.nih.gov/pubmed/12093177
https://doi.org/10.3201/eid0704.017418
https://doi.org/10.1111/j.1749-6632.2001.tb02693.x
https://www.ncbi.nlm.nih.gov/pubmed/11797773
https://doi.org/10.3201/eid1805.111720
https://www.ncbi.nlm.nih.gov/pubmed/22516173
https://doi.org/10.1038/ni1335
https://doi.org/10.1038/nature10429
https://doi.org/10.1038/ni1237
https://www.ncbi.nlm.nih.gov/pubmed/16086017


Insects 2024, 15, 446 12 of 14

24. Goic, B.; Vodovar, N.; Mondotte, J.A.; Monot, C.; Frangeul, L.; Blanc, H.; Gausson, V.; Vera-Otarola, J.; Cristofari, G.; Saleh, M.C.
RNA Mediated Interference and Reverse Transcription Control the Persistence of RNA Viruses in the Insect Model Drosophila.
Nat. Immunol. 2013, 14, 396–403. [CrossRef] [PubMed]

25. Xu, J.; Hopkins, K.; Sabin, L.; Yasunaga, A.; Subramanian, H.; Lamborn, I.; Gordesky-Gold, B.; Cherry, S. ERK signaling couples
nutrient status to antiviral defense in the insect gut. Proc. Natl. Acad. Sci. USA 2013, 110, 15025–15030. [CrossRef] [PubMed]

26. Alfa, R.W.; Park, S.; Skelly, K.R.; Poffenberger, G.; Jain, N.; Gu, X.; Kockel, L.; Wang, J.; Liu, Y.; Powers, A.C.; et al. Suppression of
Insulin Production and Secretion by a Decretin Hormone. Cell Metlab. 2015, 21, 323–334. [CrossRef] [PubMed]

27. Rajan, A.; Perrimon, N. Drosophila Cytokine Unpaired 2 Regulates Physiological Homeostasis by Remotely Controlling Insulin
Secretion. Cell 2012, 151, 123–137. [CrossRef] [PubMed]

28. Wang, T.; Wiater, E.; Zhang, X.; Thomas, J.B.; Montminy, M. Crtc Modulates Fasting Programs Associated with 1-C Metabolism
and Inhibition of Insulin Signaling. Proc. Natl. Acad. Sci. USA 2021, 118, e2024865118. [CrossRef] [PubMed]

29. Chopra, G.; Kaushik, S.; Kain, P. Nutrient Sensing via Gut in Drosophila Melanogaster. Int. J. Mol. Sci. 2022, 23, 2694. [CrossRef]
[PubMed]

30. Zhang, W.; Sakoda, H.; Nakazato, Y.; Islam, M.N.; Pattou, F.; Kerr-Conte, J.; Nakazato, M. Neuromedin U Uses Gαi2 and Gαo to
Suppress Glucose-Stimulated Ca2+ Signaling and Insulin Secretion in Pancreatic β Cells. PLoS ONE 2021, 16, e0250232. [CrossRef]
[PubMed]

31. Teranishi, H.; Hanada, R. Neuromedin U, a Key Molecule in Metabolic Disorders. Int. J. Mol. Sci. 2021, 22, 4238. [CrossRef]
32. Zhang, W.; Sakoda, H.; Nakazato, M. Neuromedin U Suppresses Insulin Secretion by Triggering Mitochondrial Dysfunction and

Endoplasmic Reticulum Stress in Pancreatic β-Cells—PubMed. Available online: https://pubmed.ncbi.nlm.nih.gov/31914613/
(accessed on 27 March 2024).

33. Hackett, B.A.; Cherry, S. Flavivirus Internalization Is Regulated by a Size-Dependent Endocytic Pathway. Proc. Natl. Acad. Sci.
USA 2018, 115, 4246–4251. [CrossRef]

34. Chosewood, L.C.; Wilson, D.E. Biosafety in Microbiological and Biomedical Laboratories; US Department of Health and Human
Services: Washington, DC, USA, 2009.

35. Lu, Y.; Cen, W.; Wang, W.; Huang, Y.; Chen, H. How big is big hazard ratio in clinical trial? Int. J. Clin. Trials 2023, 10, 195–200.
[CrossRef]

36. Stefanatos, R.; Sriram, A.; Kiviranta, E.; Mohan, A.; Ayala, V.; Jacobs, H.T.; Pamplona, R.; Sanz, A. dj-1β regulates oxidative stress,
insulin-like signaling and development in Drosophila melanogaster. Cell Cycle 2012, 11, 3876–3886. [CrossRef]

37. Post, S.; Tatar, M. Nutritional Geometric Profiles of Insulin/IGF Expression in Drosophila Melanogaster. PLoS ONE 2016, 11,
e0155628. [CrossRef]

38. Deddouche, S.; Matt, N.; Budd, A.; Mueller, S.; Kemp, C.; Galiana-Arnoux, D.; Dostert, C.; Antoniewski, C.; Hoffmann, J.A.;
Imler, J.L. The DExD/H-Box Helicase Dicer-2 Mediates the Induction of Antiviral Activity in Drosophila. Nat. Immunol. 2008, 9,
1425–1432. [CrossRef] [PubMed]

39. Spellberg, M.J.; Marr, M.T. FOXO Regulates RNA Interference in Drosophila and Protects from RNA Virus Infection. Proc. Natl.
Acad. Sci. USA 2015, 112, 14587–14592. [CrossRef]

40. Nässel, D.R.; Broeck, J.V. Insulin/IGF Signaling in Drosophila and Other Insects: Factors That Regulate Production, Release and
Post-Release Action of the Insulin-like Peptides. Cell. Mol. Life Sci. 2016, 73, 271–290. [CrossRef]

41. Grönke, S.; Clarke, D.F.; Broughton, S.; Andrews, T.D.; Partridge, L. Molecular Evolution and Functional Characterization of
Drosophila Insulin-Like Peptides. PLoS Genet. 2010, 6, e1000857. [CrossRef] [PubMed]

42. Riehle, M.A.; Fan, Y.; Cao, C.; Brown, M.R. Molecular Characterization of Insulin-like Peptides in the Yellow Fever Mosquito,
Aedes Aegypti: Expression, Cellular Localization, and Phylogeny. Peptides 2006, 27, 2547–2560. [CrossRef]

43. Krieger, M.J.B.; Jahan, N.; Riehle, M.A.; Cao, C.; Brown, M.R. Molecular Characterization of Insulin-like Peptide Genes and Their
Expression in the African Malaria Mosquito, Anopheles Gambiae. Insect Mol. Biol. 2004, 13, 305–315. [CrossRef]

44. Rulifson, E.J.; Kim, S.K.; Nusse, R. Ablation of Insulin-Producing Neurons in Flies: Growth and Diabetic Phenotypes. Science
2002, 296, 1118–1120. [CrossRef]

45. Nagarkar-Jaiswal, S.; Lee, P.T.; Campbell, M.E.; Chen, K.; Anguiano-Zarate, S.; Cantu Gutierrez, M.; Busby, T.; Lin, W.W.; He, Y.;
Schulze, K.L.; et al. A Library of MiMICs Allows Tagging of Genes and Reversible, Spatial and Temporal Knockdown of Proteins
in Drosophila. eLife 2015, 4, e05338. [CrossRef] [PubMed]

46. Chen, K.; Dou, X.; Eum, J.H.; Harrison, R.E.; Brown, M.R.; Strand, M.R. Insulin-like peptides and ovary ecdysteroidogenic
hormone differentially stimulate physiological processes regulating egg formation in the mosquito Aedes aegypti. Insect Biochem.
Mol. Biol. 2023, 163, 104028. [CrossRef] [PubMed]
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