Supplementary Tables legend

Tables S1. A. Information of single nucleotide polymorphism (SNPs) sites on the alignment of the reference and
comparing Salmonella bogori strains. B. The position of single nucleotide polymorphism (SNPs) sites on the
alignment of reference and comparing Salmonella enterica subspecies enterica serovar strains.

Table S2. Information of success rate with SNP-encompassing primers amplification.

Table S3. Information of target six Salmonella enetrica subspecies enterica serovars, their amplified sequences with
encompassing primers, alignments of amplified sequences, and searching SNPs on the alignment, and design SNP-

based primers on the respective align genes.

Table S4. List of Salmonella serovar-specific single nucleotide polymorphisms (SNP)-based primers with respective
genes used in this study.

Tables S5. A-B. A. Specificity test of newly designed SNP-based primers with reference six serovars. B. Final
selection of Salmonella specific SNP-based primers

Supplementary Figs legend:



1 2 34755 X 60 1r 5 2 3 5 D S R T St R AN 5 6] 1 5 27535 A5 e AR P D 3 x5 =R6
01-Sbon 04-Sbon 06-Sbon 09-Sbon 11-Sbon

! primer

1000
W 700 5
Primer
- T length

725 bp 863 bp

234 5 6 1 2 3 45 61 2 3 4 5 6 A SN24s 3T AL Sh -GNl NPT R VAR5 £76
12-Sbon 13-Sbon 14-Sbon 15-Sbon 16-Sbon

+ 1000

S 700
- 500
. 400
300
200
100

1072134 57161 V2853 ydsl 556 || 1§27 37 4% 5°06 (10 52403 <4 5L=6

18-Sbon 19-Sbon 21-Sbon . 22-Sbon 24-Sbon

]

-
0

P - U W = e s —

700

500 ~-—

400

300

200 801 bp

100

11-Sbon 13-Sbon

14-Sbon
1 3

1000

700
500
400
300
200
100

Figure S1. Desire single nucleotide polymorphisms (SNPs) encompassing PCR amplification of six target
Salmonella with 15 primer sets. PCR band ‘M’ indicates DNA 100 bp marker. The gel lane numbers are provided in
each section (1-6): lane No.1= Salmonella enterica subspecies enterica serovar Typhimurium (NCCP-14760); No.2= S.
e. Enteritidis (NCCP-14545); No.3=S. e. Agona (NCCP-12231); No.4= S. e. enterica (NCCP-15756); No.5= S. e. Typhi
(NCCP-14641); No.6= S. e. Abony. A. First PCR amplifies all 15 primer sets but fails to produce all primers with
target band. B. Second PCR amplification with primers of 11-, 12-, 13-, 14- and 15-Sbon primer sets which did not
produce the target band during the first PCR. The three (4-, 6, and 22-Sbon) primer sets could not produce any
band during both PCR cycles. SNP-based target band length was indicated by a yellow color underline. Detailed
sequence information is provided in table S3



Sanmonena serovar

Salmonella Typhimurium (14760)_16-Sbon-1 € A G T ¢ € A G ACAGAACC G C T T T TCCCCAAACGCCCGCTCAGTCGGGCGT TTTTGTTACTCAAGAT [66]
Salmonella Enteritidis (14545)_16-Sbon-2 [66]
Salmonella Agona (12231)_16-Sbon-3 [e6]
Salmonella Enterica (15756)_16-Sbon-4 [66]
Salmonella Typhi (14641)_16-Sbon-5 [66]
Salmonella Abony (BA1800061)-16-Sbon-6 . P O P O {661
Salmonella Typhimurium (14760)_16-Sbon-1 C € T 6 C T T T T CC T GC C G AT A TTCTGTGTTTAATCGT TAATGGGTATGAATAACCGCT GGGAAACEC [132]
Salmonella Enteritidis (14545)_16-Sbon-2 (132
Salmonslla Agona (12231)_16-Sbon-3 [132]
Salmonella Enterica (15756)_16-Sbon-4 32
Salmonella Typhi (14641)_16-Sbon-5 [132]
Salmonella Abony (BA1800061)-16-Sbon-6 [132)
Saimonella Typhimurium (14760)_16-Sbon-1 C TTACATAACGAAACACACAAGGAGTTACAGATGGCGCATTC [198]
Salmonella Enteritidis (14545)_16-Sbon-2 [198]
Salmonella Agona (12231)_16-Sbon-3 9 [108]
Salmonella Enterica (15756)_16-Sbon-4 G [108]
Salmonella Typhi (14641)_16-Shon-5 c c [198]
Salmonella Abony (BA1800061)-16-Sbon-6 3 (198)
Saimonella Typhimurium (14760)_16-Sbon-1 C GACATTATCTTTCGTCATCGCTGGTCATGCGCT GGCGGATGA [264]
Salmonella Enteritidis (14545)_16-sbon-2 A c (2641
Salmonella Agona (12231)_16-Sbon-3 Tcoeca cccoac (2641
Salmonella Enterica (15756)_16-Sbon-4 TTAcecccTeeTcecA [EE c (264]
Salmonella Typhi (14641)_16-Sbon-5 MoUA DT (264)
Salmonella Abony (BA1800061)-16-Sbon-6 P P P P R P P P O O P P P P 12641
Salmonella Typhimurium (14760)_16-Soon-1 A G G C A A G AT CACCGT AT T T CG6ccGCcGTCGCTAACGAACGCGATGCAAGACAT T GCGGCAGAATA [330]
Salmonella Enteritidis (14545)_16-Sbon-2 (330]
Salmonella Agona (12231)_16-Sbon-3 c [330]
Salmonella Enterica (15756)_16-Sbon-4 (330)
Salmonella Typhi (14641)_16-Soon-5 < (330)
Salmonella Abony (BA1800061)-16-Sbon-6 P P P P P P P P O [330]
Salmonella Typhimurium (14760)_16-Soon-1 T A A A AAAGAGAAAAATGT G TGTGGTCTCCTCATTCGEECTCCTCTTCAACGCT GGCGCGCCAGAT [396]
Salmonella Enteritidis (14545)_16-Sbon-2 (396]
Salmonella Agona (12231)_ 16-Sbon-3 T [396]
Salmonella Enterica (15756)_16-Sbon-4 [396)
Salmonella Typhi (14641)_16-Sbon-5 (2961
Salmonella Abony (1ab)-16-S0n-6 P P P P R R P P P O (2961
Salmonella Typhimurium (14760)_16-Shon-1 A G A A G € 6 G G C G € GCC G G C G T CTGTTCATCTCTGCTGACCAGAAAT GGATGGATTACGCAGCCGA [462]
Salmonella Enteritidis (14545)_16-Sbon-2 c T [462]
Salmonella Agona (12231)_16-Sb0n-3 {462
Salmonella Enterica (15756)_16-Sbon-4 TcTcTGeCTGATCAGAAATGG 14621
Salmonella Typhi (14641)_16-Shon-5 c 4 14621
Salmonella Abony (BA1800061)-16-Sbon-6 ModA-4-R [ . 14621
Salmonella Typhimurium (14760)_16-Shon-1 T A A A A A AGC GG T GGATACC GACGCGCGAAACATTGCTTGGCAATCGCCTGGTGGT GG TGGCGECC [528
Salmonella Enteritidis (14545)_16-Sbon-2 A [528]
Salmonella Agona (12231)_16-Sbon-3 A (5281
Salmonella Enterica (15756)_16-Sbon-4 A A [528]
Salmonella Typhi (14641)_16-Sbon-5 A A A [528]
Salmonella Abony (BAL800061)-16-Sbon-6 A~ [528)
Salmonella Typhimurium (14760)_16-Soon-1 G A A A G C C A G C G A GCAGAAA GTTTACCATCGACAACAAAACGGACTGGATTCGTCTGCTGAACEGG [594]
Salmonella Enteritidis (14545)_16-Sbon-2 : P O P P Pl O P L TGl . [594]
Salmonella Agona (12231)_16-Sbon-3 . [daAlc AaaAacccacT GATTCGTC 5941
Salmonella Enterica (15756)_16-Sbon-4 ModA-2-R 504
dA-3-R

Salmonella Typhi (14641)_16-Sbon-5 Mo [Alr[Elt c c T c AAc GG (594
Salmonslla Abony (BA1800061)-16-Sbon-6 ModA-1-R ModA-5-R [594]
Salmonella Typhimurium (14760)_16-sbon-1 ¢ G G[A]c[E]lT c T G G c AG T G G G C TCCGCAACACGTACCGGCGGGAATTTATGCCAAAGAAGCGCT GC A [660]
Saimoneila Enteritidis (14545)_16-son2 [ | (6] 6 T [eIT Gl GlalcTIG1G [660]
Salmonella Agona (12231)_16-Sbon-3 S =5 (660
Salmonella Enterica (15756)_16-Sbon-4 ModA2-R [T [660]
Salmonella Typhi (14641)_16-Sbon-5 ceccccer G {6601
Salmonella Abony (BA1800061)-16-Sbon-6 G S . P P P P . . [660]
Salmonella Typhimurium (14760)_16-Shon-1 A A A G C T 6 6 G C GC AT GG C AT GCcTTGAACCGAAACT GGCGCCGGGCGAGGATGT GCGCGGCGCGTT [726]
Salmonella Enteritidis (14545)_16-Sbon-2 A (7261
Salmonella Agona (12231)_16-Sbon-3 T A 17261
Salmonella Enterica (15756)_16-Sbon-4 T A . (7261
Salmonella Typhi (14641)_16-Sbon-5 A T [726]
Salmonella Abony (BA1800061)-16-Sbon-6 T A [726]
Salmonella Typhimurium (14760)_16-Sbon-1 G - T G C T G G T C G AAC G T A A C AcceTcTTTGGG 1759
Salmonella Enteritidis (14545)_16-Sbon-2 cc c 17591
Salmonella Agona (12231)_16-Sbon-3 Gc c (7591
Salmonella Enterica (15756)_16-Sbon-4 Gc c [759]
Salmonella Typhi (14641)_16-Shon-5 cc. T c A (759

Abony (BA1800061)-16-Son-6 .G C c [r59)

Figure S2. The alignment of "16-Sbon" primer amplified gene sequences of (Molybdate-binding periplasmic
protein, modA) of target six Salmonella serotypes. Primer pair is indicated by underline and italicized region, natural
SNP base is marked by a square shape, and artificial mutated SNP base is marked by a black shaded square shape.
Here, the SNP-based serotype-specific Salmonella detective five primer pairs were presented and designed. The

number of sites was 759; '

-"indicates indel; "?" indicates missing bases; ".dot" indicates identical bases



