
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S1. Status of papaya ringspot disease in major papaya growing districts of Karnataka 

state, India. 
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Figure S2: Phylogenic tree showing the relationship of PRSV-BGK (OL677454) with other 

selected PRSV isolates based on their complete genome of the nt sequence (the number 
of each node indicates 60 percentage bootstrap value with 1000 replicates) (a) and 
graphical representation of percent pair wise genome scores and nt identity matrix using 
SDT (b). 
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