Table S1. Primers used in this study

Primer name Sequence (5'-3") purpose Reference

CAL-228F GAGTTCAAGGAGGCCTTCTCCC Sequencing for cmdA Carbone & Kohn (1999)

CAL2Rd TGRTCNGCCTCDCGGATCATCTC Sequencing for cmdA Groenewald et al (2013)

EF-1 ATGGGTAAGGARGACAAGAC Sequencing for tef] O’Donnell et al. (1998)

EF-2 GGARGTACCAGTSATCATGTT Sequencing for tef! O’Donnell et al. (1998)

512 GGGGWGAYCAGAAGAAGGC Sequencing for rpb2 Reeb et al. (2004)

Ter CCCATRGCTTGYTTRCCCAT Sequencing for rpb2 Liu et al. (1999)

SIX2-F TCCTCAACGGCGCATTAGTC Detection of SIX2 This study

SIX2-R GCAAGATGACTGTGAACCCAC Detection of SIX2 This study

SIX3-C-F CATGTCCATGACATGGGTTTGC Detection of SLX3 Sasaki. (2015)

SIX3-C-R GATCTCGTAGTTGGCGATGGC Detection of SLX3 Sasaki. (2015)

SIX5-C-F GCGCTTCGAGTACATCTCTG Detection of SIXS Sasaki. (2015)

SIX5-C-R CTAGGATGCATCACAATAGA Detection of SIXS Sasaki. (2015)

SIX7-Q-F CTTTTCCATTTCGCCCTGTTT Detection of SLX7 Sakane et al. (2024)

SIX7-Q-R TGGTGTTGAGCCGGTGCTA Detection of SIX7 Sakane et al. (2024)

SIX9-F TCAGCAGTTGCGGCAATGAC Detection of SIX9 This study

SIX9-R CACAGTGCATTGTCCCATCTC Detection of SIX9 This study

SIX10-Q-F TTTGCTCAAGGCTTCAACCA Detection of SIX10 Sakane et al. (2024)

SIX10-Q-R CGCGGTCCCGTAGATTAGTC Detection of SIX10 Sakane et al. (2024)

SIX12-Q-F GTTCTCGCCCAAAGCCATT Detection of SIX12 Sakane et al. (2024)

SIX12-Q-R TCACCTCCGGCTCGTAGTT Detection of SIX12 Sakane et al. (2024)

SIX14-Q-F CTTGGATGTCGTATGCCGGA Detection of SIX14 Sakane et al. (2024)

SIX14-Q-R GCCTTCCTTACCTTGGACCC Detection of SIX14 Sakane et al. (2024)

FoTEF-Q2-F CATCGGCCACGTCGACTCT Detection of TEF van der Does et al. (2008)

FoTEF-Q2-R AGAACCCAGGCGTACTTGAA Detection of TEF van der Does et al. (2008)
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