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Table S1. Gene islands in the genome of strain LL2208 predicted by IslandViewer 4.

Gene Islands

Positions in Genome

Gl_1
Gl_2
GI_3
Gl_4
GI_5
Gl_6

1,191,331 bp — 1,203,694 bp
1,943,658 bp — 1,967,036 bp
3,016,227 bp — 3,040,252 bp
3,172,831 bp — 3,182,967 bp
4,185,931 bp — 4,215,920 bp
4,242,977 bp — 4,254,623 bp
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Figure S1. Virulence associated genes were detected by PCR.
Lane M, DNA markers (DL2000 ); Lane 1, rmpA; Lane 2, rmpA2; Lane 3, magA; Lane 4, peg-344;
Lane 5, iroB; Lane 6, iucB.



