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Micronematomyces caribiensis CBS113380  

Fulvia fulva CBS142314  

Zasmidium scaevolicola CBS127009  

Pluripassalora bougainvilleae CPC19327  

Nothopassalora personata CBS142236  

Paracercospora egenula CBS132030  

Pantospora guazumae CBS130299  

Pantospora guazumae BPI880778  

Asperisporium caricae CBS130298  

Asperisporium caricae CPC22691  

Asperisporium caricicola CBS139998  

Didomycovellosiella brachycarpa CBS115124  

Didomycovellosiella brachycarpa CBS142178 ex-type

Pseudocercosporella bakeri CBS119488  

Pseudocercosporella bakeri CBS125685  

Amycosphaerella sp. CBS441.80  

Amycosphaerella africana CBS116154 ex-type

Amycosphaerella africana CBS111996  

Amycosphaerella africana CBS134927  

NW-FVA 4531 

NW-FVA 4336 

Amycosphaerella africana CBS110500  

Amycosphaerella africana CBS680.95  

Amycosphaerella keniensis CBS121391  

Amycosphaerella keniensis CBS111001  

0.08

A. africana

Figure S1a. Phylogeny obtained by Maximum likelihood analysis of the combined
LSU-ITS-RPB2 sequence alignment of species from Mycosphaerellaceae. ML
bootstrap support values above 70 % are shown at the nodes. Micronematomyces
caribiensis strain CBS113380 is used as outgroup. Strains analysed in this study are
emphasised in bold. Branches that are crossed by diagonal lines are shortened by
50 %.
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Gremmenia infestans CBS 396.48  

Sarcotrochila longispora CBS 273.74  

Allantophoma endogenospora CBS 178.79  

Allantophomopsis cytisporea CBS 262.85  

Allantophomopsis lycopodina  CBS 137782  

Phacidiopycnis washingtonensis JKM54  

Phacidium vaccinii CBS 444.71  

Phacidium mollerianum CBS 574.66  

Phacidium mollerianum CBS 138856  

Phacidium calderae CBS 287.72  

Phacidium pseudophacidioides CBS 497.72  

Phacidium trichophori CPC 22952  

Phacidium pseudophacidioides CBS 590.69  
Phacidium lauri CBS 308.68   

Phacidium lauri CBS 443.71  

Phacidium lauri CBS 198.68  

Phacidium lauri CBS 589.67  

Phacidium fennicum CBS 457.83  

Phacidium lacerum CBS 338.70  

Phacidium lacerum CBS 761.73  

Allantophomopsis sp. CPC 24280  

Bulgaria inquinans CBS 118.31  

Bulgaria inquinans CBS 129.58  

Strasseria geniculata CBS 136.64  

Strasseria geniculata NB-625-1U  

Strasseria geniculata NB-625-10K  

Allantophomopsis sp. CBS 109.22  

Allantophomopsis cytisporea CPC 24977 ex-epitype

Allantophomopsis cytisporea CBS 109.22  

Allantophomopsis sp. CBS 322.36  

Allantophomopsis lunata CBS 137781 ex-epitype

Potebniamyces pyri CBS 282.55  

Potebniamyces pyri AFTOL-ID 744  

Potebniamyces pyri CBS 322.63  

Allantophomopsiella pseudotsugae  CBS 562.63  

Allantophomopsiella pseudotsugae  CBS 321.53  

Allantophomopsiella pseudotsugae  CBS 437.71  

Allantophomopsiella pseudotsugae CBS 841.91  

Allantophomopsiella pseudotsugae CBS 288.37  

Allantophomopsiella pseudotsugae  DAOM129858  

Allantophomopsiella pseudotsugae  DAOM129883  
Phacidiopycnis washingtonensis JKM33  

Allantophomopsiella pseudotsugae  WPF-21-12A  

Allantophomopsiella pseudotsugae  CBS 320.53 ex-epitype 

Allantophomopsiella pseudotsugae xx17E029  

Phacidiopycnis washingtonensis DB 26022010  

Phacidiopycnis washingtonensis Aphw0802  

Phacidiopycnis washingtonensis Aphw0801  

Phacidiopycnis washingtonensis OR2B  

Phacidiopycnis washingtonensis WA4B  

Phacidiopycnis washingtonensis WA1A  

Phacidiopycnis washingtonensis CLX2520  

Phacidiopycnis washingtonensis CLX2151  

Phacidiopycnis washingtonensis OVB10-001  

Phacidiopycnis washingtonensis CLX2527  

Phacidiopycnis washingtonensis CLX2521  

Phacidiopycnis washingtonensis MYA-3320 ex-epitype 

Phacidiopycnis washingtonensis MZ-9  

Phacidiopycnis washingtonensis MZ-1  

Phoma mali CBS 350.34  

Phacidiopycnis washingtonensis Mz-4  

Allantophomopsiella pseudotsugae CBS 322.53  

Phacidiopycnis washingtonensis Mz-F50  

Phacidiopycnis washingtonensis Mz-F11  

NW-FVA 9901 

Phacidiopycnis washingtonensis MZ-5  

0.06

Ph. washingtonensis



Figure S1b. Phylogeny obtained by Maximum likelihood analysis of the combined
LSU-ITS-RPB2 sequence alignment of species from Phacidiaceae. ML bootstrap
support values above 70 % are shown at the nodes. Gremmenia infestans strain
CBS 396.48 and Sarcotrochila longispora strain CBS 273.74 are used as outgroup.
Strains analysed in this study are emphasised in bold. Branches that are crossed by
diagonal lines are shortened by 50 %.
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Coniochaeta verticillata CBS 816.71 ex-type
Coniochaeta polysperma CBS 669.77 ex-type

Coniochaeta fondinicola MH1315  
Coniochaeta fodinicola CBS 136963  
Coniochaeta fodinicola CBS 136963 ex-type

Coniochaeta luteorubra UTHSC 01-20 ex-type
Coniochaeta hoffmannii CBS 245.38  

Coniochaeta hoffmannii DSM 2693  
Coniochaeta acaciae CX37  
Coniochaeta acaciae MFLUCC 18-0776  

NW-FVA 9903 
Coniochaeta acaciae MFLUCC 17-2298 ex-type

Coniochaeta iranica CBS 139767 ex-type
Coniochaeta euphorbiae CBS 139768 ex-type

Coniochaeta baysunika MFLUCC 17-0830 ex-type
Coniochaeta discospora CBS 168.58  

Coniochaeta hansenii CBS 885.68  
Coniochaeta cateniformis UTHSC 01-1644  

Coniochaeta simbalensis NFCCI 4236  
Coniochaeta canina UTHSC 11-2460  

Coniochaeta montana LG0076  
Coniochaeta montana SR0076  
Coniochaeta montana AZ0093  
Coniochaeta elegans LG0034  
Coniochaeta elegans FF0093  
Coniochaeta elegans FF0031  
Coniochaeta elegans YLH0032  

Coniochaeta nivea AZ0639  
Coniochaeta nivea AK0926  
Coniochaeta nivea AZ0638  

Coniochaeta nepalica NBRC 30584 ex-type
Coniochaeta cymbiformospora QU1057  
Coniochaeta ligniaria 981105  
Coniochaeta lignaria DWS9m2  
Coniochaeta cymbiformispora NBRC 32199  

Coniochaeta angustispora CBS 144.70  
Coniochaeta angustispora CBS871.33  

Coniochaeta mongoliae CGMCC3.20250 ex-type
Coniochaeta sinensis CGMCC3.20306 ex-type

Coniochaeta vineae KUMCC 17-0322T  
Coniochaeta sp. 658A   
Coniochaeta sp. 659A   

Coniochaeta leucoplaca CBS 486.73  
Coniochaeta prunicola CBS 120875 ex-type
Coniochaeta lutea AEASO10801  
Coniochaeta cephalothecoides L821  
Coniochaeta palaoa ARIZ AEASO06001  

Coniochaeta sordaria CBS 492.73  
Coniochaeta endophytica AEA9094  
Coniochaeta endophytica ARIZ AEAFL0922  

Coniochaeta luteorubra FeC127  
Coniochaeta dendrobiicola DLCCR7  

Coniochaeta africana CBS 120868 ex-type
Coniochaeta coluteae MFLUCC 17-2299 ex-type

Coniochaeta rosae TASM6127  
Coniochaeta fasciculata CBS 205.38  

Coniochaeta lignicola CBS 267.33  
Coniochaeta luteoviridis IFM 50534  
Coniochaeta velutina CBS 121444  
Coniochaeta velutina CBS 981.68  
NW-FVA 4360 
Coniochaeta velutina STEU 8315  

Coniochaeta mutabilis CBS206.73  
Coniochaeta mutabilis CBS 157.44  

Coniochaeta luteoviridis CBS 206.38  

0.04

Figure S1c. Phylogeny obtained by Maximum likelihood analysis of the combined
LSU-ITS-EF-1α sequence alignment of Coniochaeta species. ML bootstrap support
values above 70 % are shown at the nodes. Coniochaeta verticillata strain CBS
816.71 is used as outgroup. Strains analysed in this study are emphasised in bold.
Branches that are crossed by diagonal lines are shortened by 50 %.

C. velutina


