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Figure S1. Representative M. bovis BCG biofilm formation assay. The M. bovis BCG was grown in

Sauton’s medium in the presence or absence (control) of various compounds (1-100 uM) for 24 days.



Supplementary Table

Table S1. Differential protein amounts identified by comparing HA10FeCl treated and untreated M. bovis BCG.

Molecular LFQ intensity Fold
. . change t test
Index Protein name Gene name Weight HA10FeCl p value
(kDa) HA10FeCl BCG /BCG
1 HTH tetR-type domain-containing protein BCG 2177c 21.614 14520.95 164180 0.0884 0.0002
2 Conserved hypothetical proline and threonine rich protein BCG 0352 64.129 765540 634273.3 1.207 0.0032
3 UPF0353 protein BCG_1543 BCG 1543 36.03 12012667 12857333 0.9343 0.0032
4 Transcriptional activator protein BCG 2384c 48.381 1981267 3505300 0.5652 0.0034
5 tRNA threonylcarbamoyladenosine biosynthesis protein TsaE BCG 3492c 18.214 1522100 1278200 1.1908 0.0039
6 Probable methylmalonyl-COA mutase large subunit mutB mutB (BCG_1556) 80.603 17600000 16619667 1.059 0.0042
7 DNA topoisomerase 1 topA (BCG _3704c) 102.37 44207667 39517000 1.1187 0.0044
8 Cyclic pyranopterin monophosphate synthase moaC3 (BCG 3390c) 18.555 950413.3 783746.7 1.2127 0.0047
9 Large ribosomal subunit protein ul.2 rpIlB (BCG _0754) 30.576 74363000 68214000 1.0901 0.0054
10 Indole-3-glycerol phosphate synthase trpC (BCG _1649) 28.023 34303000 32548333 1.0539 0.0057
11 NADH-dependent glutamate synthase (Small subunit) gitD gltD (BCG 392ic) 53.401 18078000 15521000 1.1647 0.0059
12 Thiazole synthase thiG (BCG_0456) 25.894 865536.7 1122833 0.7709 0.0071
13 NADH-quinone oxidoreductase subunit A nuoAd (BCG_3168) 13.975 4408700 4133400 1.0666 0.0072
14 Probable integral membrane protein BCG 3545¢ 23.793 607810 509986.7 1.1918 0.01
s gr(;lzla;))le transcriptional regulatory protein (Probably tetR- BCG 1076 21.701 1806133 2037933 0.8863 0.01
16 Small ribosomal subunit protein bS6 rpsF (BCG _0084) 10.935 39701000 44250333 0.8972 0.0101
17 Calcineurin-like phosphoesterase domain-containing protein BCG 2813c 37.6 5039900 4367967 1.1538 0.0114
18 Probable polyketide synthase pks12 pks12 (BCG 2067c) 431.54 78558333 71357333 1.1009 0.0127
19 Possible transcriptional regulatory protein (Probably tetR-family) BCG 0702c¢ 24.727 715100 694466.7 1.0297 0.0134
20 Rubredoxin BCG 3279c 6.7974 70134.5 31983 2.1929 0.0141
21 Phosphate transport system permease protein pstC2(BCG _0981) 34.261 87300.33 40007.33 2.1821 0.0143
22 Probable mutator protein mutT?2 mutT2 (BCG 1222) 15.16 1039500 922426.7 1.1269 0.0157
23 DUF427 domain-containing protein BCG 1708 13.11 18771.5 15052.67 1.2471 0.0158
24 Ribonuclease P protein component rnpA_2 (BCG_3981c¢) 13.942 1077833 976606.7 1.1037 0.0162
25 Probable cytochrome P450 124 CYP124 cypl24 (BCG_2283) 47.824 90852.33 262460 0.3462 0.0162
26 Possible adenylate cyclase BCG 1381c 61.934 3759367 4121333 0.9122 0.0167
27 Large ribosomal subunit protein uL4 rplD (BCG 0752) 23.743 28623667 26318000 1.0876 0.0182
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LFQ: protein quantification; HA10FeCl: HA10FeCl-treated M. bovis BCG.



Table S2. Differential protein amounts unidentified by comparing HA10FeCl treated and untreated M. bovis BCG.

. Molecular Weight LFQ intensity
Index Protein name Gene name (kDa)
Average HA10FeCl Average BCG
1 IS like-2 transposase BCG 1100c 15.189 69579 NA
2 Possible nitrate/nitrite transporter narK2 narK2 (BCG_1776¢) 41.109 2638.747 NA
3 Probable aldehyde dehydrogenase BCG _0259c¢ 28.491 81704.5 NA
4 DUF732 domain-containing protein BCG 3092 13.915 46762 NA
5 PE family protein PE15 (BCG _1447) 9.862 NA 1619
6 Probable conserved transmembrane transport mmpL9a (BCG_2361) 89,958 NA 1690343

protein mmpL9a

LFQ: protein quantification; HA10FeCl: HA10FeCl-treated M. bovis BCG; NA: unidentified with lower expression.



