
Supplementary Table S1. Data on HPgV reference strains obtained from GenBank for use in phylogenetic analysis. 
 

Weblink NCBI accession number ID-sequence Country Year Sample Reference 

- OR639931 IAL-425/BRA/SP/2019 Brazil 2019 
Cerebrospinal 

Fluid 
This study 

https://www.ncbi.nlm.nih.gov/nucleotide/D87255 D87255 HGV-Iw Japan 1996 N.A. Shao et al. 19961 

https://www.ncbi.nlm.nih.gov/nucleotide/AF081782 AF081782 pHGVqz China 1999 N.A Xiang et al. 20002 

https://www.ncbi.nlm.nih.gov/nucleotide/MK291245 MK291245 H.sapiens-wt/USA/GBVC-SM2 USA 2019 Blood/Plasma Unpublished 

https://www.ncbi.nlm.nih.gov/nucleotide/LT009481 LT009481 56330227 South Africa 2016 N.A Bonsall et al. 20163 

https://www.ncbi.nlm.nih.gov/nucleotide/AY196904 AY196904 765 USA 2003 Human Plasma George et al. 20034 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420568 MZ420568 HPgV_SP11 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420569 MZ420569 HPgV_SP13 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 
https://www.ncbi.nlm.nih.gov/nucleotide/LT009487 LT009487 89860237 United kingdom 2016 N.A. Bonsall et al. 20163 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420575 MZ420575 HPgV_SP38 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 
https://www.ncbi.nlm.nih.gov/nucleotide/NC_001710 NC_001710 2700757 USA 1996 Plasma Linnen et al. 19966 

https://www.ncbi.nlm.nih.gov/nucleotide/LT009485 LT009485 56330265 United Kingdom 2016 N.A. Bonsall et al. 20163 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420570 MZ42057 HPgV_SP19 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420576 MZ420576 HPgV_SP44 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 
https://www.ncbi.nlm.nih.gov/nucleotide/MH053118 MH053118 JD2B15C France 2018 Blood Donor Jordier et al. 20197 

https://www.ncbi.nlm.nih.gov/nucleotide/MK291244 MK291244 H.sapiens-wt/USA/GBVC-SM3 USA 2019 Blood/Plasma Unpublished 

https://www.ncbi.nlm.nih.gov/nucleotide/LT009479 LT009479 89859262 United Kingdom 2016 N.A. Bonsall et al. 20163 

https://www.ncbi.nlm.nih.gov/nucleotide/LT009478 LT009478 89859249 United Kingdom 2016 N.A. Bonsall et al. 20163 

https://www.ncbi.nlm.nih.gov/nucleotide/AB003289 AB003289 CG01BD Japan 2007 Human Serum Takahashi et al. 19978 

https://www.ncbi.nlm.nih.gov/nucleotide/AF031827 AF031827 HGV-T55875 USA 2002 Blood Donor Bukh et al. 19989 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420574 MZ420574 HPgV_SP33 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 
https://www.ncbi.nlm.nih.gov/nucleotide/D90600 D90600 T110 Japan 1999 Plasma Okamoto et al.199710 

https://www.ncbi.nlm.nih.gov/nucleotide/MW467971 MW467971 P9-c1 Espana 2021 Blood 
Cebriá-Mendoza et al. 

202111 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420571 MZ420571 HPgV_SP20 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 
https://www.ncbi.nlm.nih.gov/nucleotide/AF104403 AF104403 European France 1999 Blood Donor Charrel et al. 199912 

https://www.ncbi.nlm.nih.gov/nucleotide/MZ420572 MZ420572 HPgV_SP29 Espana 2022 Blood 
Cebriá-Mendoza et al. 

20215 
https://www.ncbi.nlm.nih.gov/nucleotide/LT009494 LT009494 56330286 United Kingdom 2016 N.A. Bonsall et al. 20163 

https://www.ncbi.nlm.nih.gov/nucleotide/U45966 U45966 R10291 USA 1996 Plasma Linnen et al. 19966 

https://www.ncbi.nlm.nih.gov/nucleotide/KU685420 KU685420 Cin08 USA 2008 N.A. Unpublished 
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