
Supplementary Table 1. List of publicly Mycobacterium tuberculosis lineage 4 genomes 
isolated in Brazil and used for comparative analysis. 

Supplementary Table 2. Genotypic drug resistance profile of Mycobacterium 
tuberculosis SIT2517 using TB-profiler. 
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Supplementary Table 6. Genotyping profiling based on Spoligotyping, 24-loci MIRU-
VNTR typing and Whole-genome sequencing 

Supplementary Figure 2. Heat map demonstrating two principal chains of tuberculosis 
transmission within the SIT2517 genomes isolated in Pará, Brazil. 

Supplementary Figure 1. Phylogenetic tree comprising the 15 Mycobacterium 
tuberculosis genome SIT2517 and the reference genomes obtained from other studies 
conducted in Brazil and representative lineages of the M. tuberculosis complex. 

 


