
JBI Checklist/Study

Were the criteria for 
inclusion in the sample 
clearly defined? 

Were the study 
subjects and the 
setting described in 
detail? 

Was the exposure 
measured in a valid 
and reliable way? 

Were objective, 
standard criteria 
used for 
measurement of 
the condition? 

Were confounding 
factors identified? 

Were strategies 
to deal with 
confounding 
factors stated? 

Were the outcomes 
measured in a valid 
and reliable way? 

Was appropriate 
statistical analysis 
used? Overall Risk

Diener et.al.  1 1 1 1 1 1 1 1 8 Low risk of bias 

Maskarinec et.al. 1 1 1 1 1 0 1 1 7 Low risk of bias 

Shen et.al 1 1 1 1 1 1 1 1 8 Low risk of bias 

Li Qian 1 1 1 1 0 0 1 1 6
Moderate r isk of 
bias

Karlsson 1 1 1 1 0 0 1 1 6
Moderate r isk of 
bias

Ruuskanen 1 1 1 1 1 0 1 1 7 Low risk of bias 

Wang 1 1 1 1 1 1 1 1 8 Low risk of bias 

Vals-Delgado 1 1 1 1 1 1 1 1 8 Low risk of bias 

Hao Wu 1 1 1 1 1 0 1 1 7 Low risk of bias 

Al lin 1 1 1 1 0 0 1 1 6
Moderate r isk of 
bias

Kwan 1 1 1 1 1 1 1 1 8 Low risk of bias 

Chen Z 1 1 1 1 1 1 1 1 8 Low risk of bias 

Kitten AK 1 1 1 1 0 0 1 1 6
Moderate r isk of 
bias

Larsen et al 1 1 1 1 0 0 1 1 6
Moderate r isk of 
bias

Sedighi et al.  1 1 1 1 1 0 1 1 7
Moderate r isk of 
bias

Ahmad et.al. 1 1 1 1 0 1 1 1 7 Low risk of bias 

Neri-Rosario et al 0 0 1 1 0 0 1 1 4 High r isk of bias

Carrizales-Sánchez 1 1 1 1 0 0 1 1 6
Moderate r isk of 
bias

Guo et.al 1 1 1 1 1 1 1 1 8 Low risk of bias 

Chang et .al 1 1 1 1 1 0 1 1 7 Low risk of bias 

Wu et.al 1 1 1 0 0 0 1 1 5 High r isk of bias

Criteria used to rank the risk of bias:

≤49%=high risk of bias

50-69%=Moderate risk of bias 

above 70% = low risk of Bias 

Coded answer numerical 

Yes 1

No 0

Table S1: Bias assessment criteria 



Table S2: Selected studies overview 



Bacteria reported in  both groups across the studies 

Positively associated with T2DM Negatively associated with T2DM (healthy) Comment

Blautia Shen et.al and  Ruuskanen et.al Diener et.al. 

Ruuskanen et.al.  conducted large observational cohort of 5572 participants, 
however T2D sample size was relatively low as most of the participants observed 
in this study belonged to control group. Nevertheless,  the increase in Balutia has 
also been confirmed in Shen at.al. study , which is a multi-ethnic study with a 
sample size of 53970 participants. The study by Shen et.al included Mexican 
population (n=405) which might not be exact representation of ethnical 
diversities. 

Collinsella Guo et.al Vals-Delgado et.al.

Vals-Delgado reported the species as healthy. However, the results are based on 
relatively low sample size. Interestingly study by Vals-Delgado et.al the T2DM 
group is 3 times smaller than a control group, whilst in Gu et.al study the ratio of 
T2D:Control was 3.72 ,on the contrary to Vals-Delgado which may explain the 
discrepant results of these two reports.

Dialister Vals-Delgado et.al. and Ahmad et.al. Wang et.al. 
Ahmad et,al. compared T2D versus prediabetic and also seen the statistically 
significant difference in these bacteria, suggesting positive association with 
T2DM.  

Dorea
Shen et.al , Li Qian,  Karlsson et.al, Wang et.al. ,  Allin et.al,Carrizales-Sánchez 
et.al; Guo et.al 

Guo et.al 
Positively associated with T2DM in 7 independent studies  and only 1 study found 
it on the contrary. 

Paraprevotella Vals-Delgado and  Chang et.al Wang et.al. 

2 studies of total sample size 579 found the species to be positively associated 
with T2D, whilst Wang et al. study of n=2895 found the species negatively 
correlated. These differences observed might be due to geographic 
locations/ethnicity. 

Prevotella Vals-Delgado,  Kwan,  Larsen et al , Carrizales-Sánchez et.al. Ahmad et.al. Only one study of a low sample size showed negative association with T2DM.

Proteobacteria Kitten AK, 14 Larsen et al , Ahmad et.al., Neri-Rosario et al Ruuskanen et.al.
Only 1 study found these bacteria healthy, with 4 different cohorts reporting 
positive correlation with T2DM

Sutterella
Vals-Delgado and Allin et.al reported both as unhealthy species positively 
associated with 2TDM, with much smaller sample size of 462  and 268 
participants 

Kitten AK et.al 

Very low sample size , results reported as percentages rather than differential 
abundance therefore questionable. Also Akkermansia belongs to genus 
Verrucomicrobia ,but it is well recognized for its beneficial effects on glusose 
balance , therefore one needs to look more into lower taxonomic level to make 
better conclusions. 

Anaerostipes Shen et.al ,  Ruuskanen, Vals-Delgado Diener et.al. ;Neri-Rosario et.al ; Chang et.al

Faecalibacterium Karlsson et.al;Allin et.al; Carrizales-Sánchez et.al. 
Shen et.al ;Vals-Delgado et.al ; Hao Wu et.al ;11 Kwan et.al ; Guo et.al; Chang 
et.al

Table S3: Bacteria reported in both groups across the studies. 
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